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The evolution of adaptive immunity system of agnathan vertebrates
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Abstract: All along peoples pay extensive attention on the origin and evolution of adaptive immunity system. Agnathans,
taking lamprey as the representative, are generally thought at the edge of evolving the adaptive immunity system. Therefore,
it is very significantly important to further study the mechanism of adaptive immunity of agnathans for revealing the origin
and evolution of adaptive immunity system. Previous studies indicated that agnathans shared some characters of adaptive
immunity with higher vertebrates. In addition, a few researchers also found that some genes are homologous in the structure
or function with the immunologically relevant genes of higher vertebrates. In this article, we have summarized some recent
research progresses about the mechanism of adaptive immunity system of agnathans.The aim of this paper is to provide
valuable clues for further studing of the origin and evolution of the adaptive immunity system of vertebrate.
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Fig. 1 Multiple alignment of the Iamprey TCR-like and CD4-like molecules with related vertebrate lymphocyte receptorst®
A and C: Jawed vertebrate TCR and CD4 molecules. Approximate location of 1g and transmembrane (TM) domains as well as the location of
the J region in TCRs are indicated; B and D: Stick models of exons and introns in the TCR-like and CD4-like genes.
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