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Distribution of HIVV/AIDS associated CCR2-64 allele of
14 Chinese ethnic populations in South China
QIAN Yuan, LIN Ke-Qin, SHI Lie, SHI Li, CHU Jia-You
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Abstract: The purpose of the work is to investigate the frequencies and polymorphisms of HIV-1 resistant CCR2-64
alleles in 14 Chinese populations in South China. The blood samples include 791 unrelated healthy individuals. Whole
blood samples were collected randomly and their genomic DNA were extracted with OMEGA Blood Kits. Allelic frequen-
cies were identified by PCR-RFLP analysis. 636 individuals were wild-type homozygous, 104 individuals were CCR2-64
heterozygote and 51 individuals were CCR2-64  homozygous. Distributions of the CCR2-64 alleles among the popula-
tions were in accordance with Hardy-Weinberg equilibrium. The average allele frequencies was 13.6%, and the frequency
span of the alleles was 1.6%-30.3%. By statistical analysis, the frequency varied significantly in 14 populations (P<0.05).
Among them, Zhuang ethnic population had the lowest CCR2-64 allele, whereas the Lisu ethnic population in Yunnan
province had the highest CCR2-64 allele Conclusion: The frequency of CCR2-64 allele of 12 ethnic populations were
lower than that of Han. The frequency of CCR2-64 allele between Southern and South-east group showed significant
variations. The mutant alleles conferring genetic resistance to HIV-1 and AIDS progression needs to be further studied.
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Table 1 The frequencies of CCR2-64 in Chinese 14 ethnic group

CCR2-64
Population Province Sample size CCR2-64 frequency
South
Li Hainan 53 0.01887
Mulao Guangxi 52 0.02885
Zhuang Guangxi 93 0.01613
South-west
Drung Yunnan 55 0.15455
( )Wa(Cangyuan) Yunnan 50 0.15000
( )Wa(Ximeng) Yunnan 48 0.16667
( )Lisu(Liuku) Yunnan 56 0.30357
( )Lisu(Fugong) Yunnan 50 0.25000
( )Nu(Fugong) Yunnan 50 0.18000
( )Nu(Gongshan) Yunnan 52 0.08654
Bai Yunnan 51 0.11765
Dai Yunnan 70 0.13571
( )Hani(Aini) Yunnan 55 0.19091

Pumi Yunnan 56 0.10526
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