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Abstract: A dominant wheat stripe rust resistance gene, temporarily designated as YrY201, was identified in an accession
Y201 of Aegilops tauschii. By bulk segregation analysis, three microsatellite markers Xgwm273b, Xgwm37 and Wmc14
were found to be linked to YrY201 with genetic distance of 11.5, 5.8 and 10.9 cM , respectively. According to the locations
of the linked markers, the resistance gene was located on chromosome 7DL. Based on the chromosomal location and the
resistance pattern of the gene, we proposed that YrY201 was a novel stripe rust resistance gene, and cuold be selected by
marker-assisted selection.
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Table 1 Resistance of the Y201/Y2272 Spring F, population infected by mixed physiological race in seedling stage and adult stage

Infection type 2 yal p
; Total number x° value
Material 0 0 1 2 3 4 of plants Expected P value
Y201/Y2272 F, 144 3 2 1 4 40 194 31 0.557 0.500~0.250
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M: pBR322 DNA/Msp markers; 1: Y201; 2: 169; 3: Rp; 4: Sp; 5~22: ; 23~39:

Fig. 1 Distribution of SSR marker wmc14 in the F, segregation population

M: pBR322 DNA/Msp markers; 1: Y201; 2: Mingxian 169; 3: Resistant bulk Rp; 4: Susceptible bulk Sp; 5-22: Phenotypically resistant
individuals; 23-39: Phenotypically susceptible individuals. The arrow shows the specific amplification bands associated with YrY201.
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