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Relationship between the polymorphisms of GDI1, chil-
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Abstract: The subjects of this study were recruited from Zha Shui and An Kang counties in the Qinba mountain region
located in Middle-west China. The present study discussed the relationship between the variations of GDI1 with the chil-
dren NSMR and their intelligence levels. The case-control association analysis method was used to analyze the association
between the polymorphisms of two functional SNPs (rs2276462 and rs11549300) located in splicing site of the seventh
exon and the eighth exon respectively, with NSMR and their different intelligence levels. It does not find out the polymor-
phism of rs2276462, because of its conservation. The results of case-control analysis indicated that, no association between
the rs11549300 polymorphisms and children NSMR (P >0.05), but its polymorphisms may be related to intelligence levels
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of children in Qinba region (P =0.03). And a further work should be done to verify the conclusion of this study using the

more genetic markers of GDI1 in a larger sample.
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Table 1 Frequencies of genotypes and alleles of rs11549300

Total Boys Girls
SNP
[+ [+ %
Number Number Number
Alleles
G 492 0.72 177 0.78 315 0.76
T 151 0.28 50 0.22 101 0.24
a
Genotypes
GG 120 0.58 120 0.58
GT 75 0.36 75 0.36
TT 13 0.06 13 0.06
b
P =0.780
Hardy-Weinberg test
@ rs11549300 ;P

*The genotypes of boys had represented by alleles of rs11549300;
® Hardy-Weinberg test had be done only for girls, and compare the
difference frequencies of alleles between boy and girl sequen-
tially.

F 2 rsl1549300 ML S ERFBMEMERNEERN ABEPRILLE

Table 2 Frequencies of genotypes and alleles of rs11549300 in the case-control sample

Frequencies of genotypes and alleles (%)

a

MR vs. Controls

Sex Groups n Genotypes Alleles
GG GT e G T Genotypes Alleles
Girl Control 148 89 (0.60) 53(0.36) 6 (0.04) 231 (0.78) 65 (0.22) 0.106
Case 60 31(0.52) 22(0.37) 7(0.12) 84 (0.70) 36 (0.30) 0.083
Boy Control 177 137 (0.77) 40 (0.23)
Case 50 33 (0.66) 17 (0.34) 0.101

é rs11459300 X

#Boys have only allele frequency because of the location on X chromosome for rs11459300.
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(P=0.059) ,
Frequencies of genotypes and alleles (%) ! NSMR  GDI1 !
Groups n
Genotype Allele
GG GT TT G T GDIl
IQ<70 56 29(0.52)22(0.39)5(0.09) 80(0.71) 32(0.27) GDI1 aDGI1
Girls 1Q>85 100 67(0.67)30(0.30)3(0.03) 164(0.82)36(0.18) - aDGIL Rab3
P value P =0.094 P =0.030 GTP/GDP , Rab3
, GTP Rab
IQ<70 52 34(0.65) 18(0.35) , GTP/GDP /
Boys 1Q>85 119 94(0.79) 25(0.21) aDGI1 Rab3 GDP
P value P =0.059 ,
a , 221 p’Adamo
008 b Bienvenu!’-#! , GDI1
a: S(J.me of children did not have 1Q performance, so the number is NSMR,
less than that of successful genotyping; b: Bold font indicates sig- aDGI1  Rab3 '
nificantly associated statistic (P<0.05). , D’Adamo aDGI1
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