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Construction and analysis of cDNA library of Yunnan Yuanjiang
O. rifupogon leaf
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Abstract: The cDNA library of Yuanjiang Oryza rifupongon leaf was constructed by using SMART™ technology. The
titers of the non-amplified library and the amplified library were 1.1 X 10° pfu/mL and 3.98 X 107 pfu/mL, respectively. The
recombination rate was more than 91%. The DNA sequence length of the most cDNAs in the library was between 500-2
000 bp. Some cDNAs chosen by random were sequenced. After BLAST analysis of some cDNAs, their possible function
were predicted. It is found that these cDNAs show 98% similarity to Oryza sativa japonica in the NCBI database. These
provided a base for further study on the structure and function of these cDNAs and evolutionary process of Yuanjiang Oryza
rifupongon .
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Fig. 1 The purified mRNA of leaf of Yuanjiang O. rifu-
pongon
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Fig. 2 The double strain cDNA sythesis from mRNA of
Yuanjiang O. rifupongon

M: A DNA/Hind  marker.
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Fig.3 Rapid testing of recombination fragments size by ¢cDNA

PCR of Yuanjiang O. rifupongon cDNA library
M: DL2000 marker.
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Tablel The comparision of sequence between some cDNA fragments ofma and Oryza sativa

¥

cDNA
Number of accession Function Score(bits) Identities

R3 1,5- / 1245 631/632(99%)
Ribulose-1,5-bisphosphate carboxylase/oxygenase

R184 10 kDa 983 496/496(100%)
Photosystem II 10 kDa protein

R51 NADPH- 1197 627/632(99%)
NADPH-thioredoxin reductase

R62 POZ 835 428/429(99%)
inc finger POZ domain protein

R79 797 417/422(98%)
Triosephosphate isomerase

R101 -5- -3- 993 501/501(100%)
Ribulose-5-phosphate- 3-epimerase

R85 GTP typA 1057 539/541(99%)
GTP-binding protein typA

R87 928 468/468(100%)
Chlorophyll synthase

R106 938 473/473(100%)
Histone acetyltransferase

R108 COA 967 494/496(99%)
Enoyl-COA-hydratase

R144 1(Bil) 1055 541/544(99%)
Brown planthopper-induced resistance protein 1

R177 684 345/345(100%)

Alanine aminotransferase

k.

*: Material samples in this experiment.
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