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Methylation of H19 gene in ES mice and embryonic stem
cells
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ding 071001, China

Abstract: To investigate the relationship between the methylation status of imprinted gene H/9 and development of mice
derived completely from Embryonic stem cells (ES) by tetraploid embryo complementation. The methylation status of two
loci at 5 UTR region in imprinted gene H19 in normal adult control mice, 22 adult ES mice, 8 newborn dead ES mice and
embryonic stem (ES) cells with different passage number were detected by the using of methylation-sensitive restriction
endonuclease-PCR technique. The results indicated that the methylation status of imprinted gene A19 in adult ES mice were
identical to that of normal adult control mice. However, some significant differences in the methylation status of imprinted
gene H19 were found among newborn dead ES mice, adult ES mice and normal adult control mice. Furthermore, the me-
thylation status of imprinted gene H19 in ES cells were probably different from that of adult ES mice and normal adult con-

trol mice.
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Fig. 1 Methylation status of methylated locus HI19-1 of
imprinted gene H19
A—C: PCR results of methylated locus H/79-1 of imprinted gene H/9 in
22 adult ES mouse and one normal adult control mice without restric-
tion endonuclease disposal; D-I: PCR results of methylated locus
HI19-1 of imprinted gene H19 in 22 adult ES mouse and one normal
adult control mice with restriction endonuclease disposal, and on the
left of marker the samples with Hpa disposal, and the rest with Msp
disposal on the right of Marker; J: PCR results of methylated locus
H19-1 of imprinted gene H79 in 8 newborn dead ES mouse without
restriction endonuclease disposal; K-L: PCR results of methylated
locus H19-1 of imprinted gene H19 in 8 newborn dead ES mouse with
restriction endonuclease disposal, and on the left of marker with Hpa
disposal, and the rest with Msp disposal on the right of marker; M:
PCR results of methylated locus H/9-1 of imprinted gene H/9 in em-
bryonic stem cells with different passage without restriction endonu-
clease disposal. The passages are 10,15,26,33 in turn from left to right;
N: PCR results of methylated locus H19-1 of imprinted gene H/9 in
embryonic stem cells with different passage with restriction endonu-
clease disposal, and on the left of marker the samples with Hpa
disposal, and the rest with Msp disposal on the right of Marker. The
passages are 10, 15, 26, 33 in turns from left to right. Mk is DNA
marker | MD101, and its control bands are 100, 200, 300, 400, 500, 600
bp in turns.
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Fig. 2 Methylation status of methylated locus H19-5 of
imprinted gene H19
A-C: PCR results of methylated locus H79-5 of imprinted gene H/9 in
22 adult ES mouse and one normal adult control mice without restric-
tion endonuclease disposal; D-I: PCR results of methylated locus
HI19-5 of imprinted gene H/9 in 22 adult ES mouse and one normal
adult control mice with restriction endonuclease disposal, and on the
left of Marker the samples with Hpa disposal, and the rest with Msp

disposal on the right of marker; J: PCR results of methylated locus
HI19-5 of imprinted gene H19 in 8 newborn dead ES mouse without
restriction endonuclease disposal; K-L: PCR results of methylated
locus H19-5 of imprinted gene A9 in 8 newborn dead ES mouse with
restriction endonuclease disposal, and on the left of Marker with Hpa
disposal, and the rest with Msp disposal on the right of marker; M:
PCR results of methylated locus H79-5 of imprinted gene H19 in em-
bryonic stem cells with different passage without restriction endonu-
clease disposal. The passages are 10, 15, 26, 33 in turn from left to right;
N: PCR results of methylated locus H/9-5 of imprinted gene H/9 in
embryonic stem cells with different passage with restriction endonu-
clease disposal, and on the left of Marker the samples with Hpa
disposal, and the rest with Msp disposal on the right of marker. The
passages are 10, 15, 26, 33 in turns from left to right. Mk is DNA
marker  MD101, and its control bands are 100, 200, 300, 400, 500, 600
bp in turns.
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