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Abstract: The yellow color of silkworm (Bombyx mori) cocoon is mainly controlled by three genes, Y (yellow blood), |
(yellow inhibitor) and C (out-layer yellow cocoon) genes. | gene locates on the 9th chromosome of silkworm and prevents
the transport of carotenoid from epithelia of midgut into hemolymph. Owning to a lack of crossing over in females, recip-
rocal backcrossed F(BC,) progenies were used for linkage analysis and mapping of the | gene based on the SSR linkage
map using silkworm strains Baghdad (Ba), which express white hemolymph (I1+'+"), and KY, which express yellow
hemolymph (+'+'YY). The gene of interest was linked to three (S0904, S0905, and S0906) SSR markers. All the individuals
with white hemolymph in the BC,|F (BC, was generated using F; as female) showed heterozygous profile of (BaxKY) F,,
and the yellow ones in BCF showed the homozygous profile of the strain KY. Using a reciprocal BC;M cross, we con-

I #s B H3: 2007-12-15; 1&[=] B #1: 2008—04-28

E&mA: 973 X 2005CB121000) ( BK2006508) [Supported by National

Basic Research Program of China(973 Program)(No. 2005CB121000) and Natural Science Foundation of Jiangsu Province(No. BK2006508)]
EHEN: (1983-), , , Tel: 0511-85616575; E-mail: x1i007ky@msn.com
BiREE: (1972-), R R R Tel: 0511-85616575; E-mail:

cangene@pub.zj.jsinfo.net



1040 4 f# HEREDITAS (Beijing) 2008 30

structed a linkage map of 38.4 ¢cM, and the distance between | gene and the nearest marker S0904 is 7.4 cM.

Keywords: Bombyx mori; yellow inhibitor gene; SSR linkage map
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Fig. 1 Representative inheritance pattern of SSR markers (A: S0904 and B: S0905) linked to | in the BC,F (BC; was generated
using F, as female) cross
1 11: Yellow haemolymph individuals; 12: KY, the father of the BC,F populations; 13: (BaxKY) F;, the mother of the BC,F

populations; 14: Ba, the mother of (BaxKY) Fy; 15 24: Individuals with white blood.
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