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Molecular mechanism of leaf development
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Abstract: Leaf plays important roles during plant development for their function of photosynthesis and transpiration. Leaf
development includes initiation of leaf primordium and establishment of leaf polarity. Various studies indicate that leaf de-
velopment is controlled through the interaction of transcription factors, small RNAs and auxin. This review focuses on re-
cent advances in studying on leaf development and morphogenesis, and provides information on the regulation network in

the process.
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Table 1 Determinants of the three polarity fate of leaves

3 RNA
Three axes of asymmetry Proteins, proteasome or Notable members
small RNA families

- SPL (Maize): LGP LG2B4
Proximo-distal fate (Rice): OsLGIB%
KNOX (Maize): LG313!

(Rice): OSHI" OSHE™S 0SHIM  OSHIEH!
OSH43™  OSH71"  Oskn2"3 Oskn3"3

- HD-ZIP (Arabidopsis): PHBRS  pHVESL  REVET
Adaxial-abaxial fate ~ Adaxial fate (Maize): RId[P*
AS2 (Arabidopsis): AS2"1
AGO (Arabidopsis): AGOI™S  AGO714
(rice): OsAGO7%8!
ta-siRNA (Arabidopsis): tasiR-ARF®2
26S Proteasome (Arabidopsis): AE3"
KANADI (Arabidopsis): KANI® KAN2BY KAN3EY KAN4B3
Abaxial fate ARF (Arabidopsis): ARF3%  ARF41%%
YABBY (Arabidopsis): FIL®8  y4B2M8!  y4p3181
miRNA (Maize) (Arabidopsis): miR165 miR 166572
. WUSCHEL (Maize): NS(NSI & NS§2)15281
Centro-lateral fate (Arabidopsis): PRS™
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