i f¢ HEREDITAS (Beijing) 2009 2 ,31(2): 213—218
ISSN 0253-9772  www.chinagene.cn 2R

DOI: 10.3724/SP.J.1005.2009.00213

HAE AFLP i £ 3% 9 1 1% i Ay e

s 150040
1L 80/~ [ ¥ He(Betula platyphylla Suk)xEX M & #£(Betula pendula Roth) & By, A& 4 18 B #E4K, FIH 473

Fr B K E % A ¥ (Amplified fragment length polymorphism, AFLP)ARIT, % M8 Sl & 16 sk ug, 2B T &
B AN G M T AT IR R L A . 64 Xt AFLP 5| A& F ikl 34 2 &AM+ %«% 3[ W4 &

N5 A S BB T BN 4SS ABE R CRRERRNA, HI32MIAFE 1 12BH
MR BEALE), S AMLEHFE 3108, 20 MLEAKE 1345, 28 /ML B 2 VAL A E/‘Ai%mﬂ)u%
B, 201 ML R R B R E A, 161 Mok E BN Bk, R 2 RESOAT, RE FE B 201 A

A B T 14 NEGA4 DU EATID), 10 A Z 34K 14 AN E 4, 45 /\mkuﬁh, L ESIRIREENEE
¥5 4 1296.1 cM, FHEIE 155 cM. 7k B BN EHEH 161 MFIEHER T 17 ADNAE B EHE G DU EARID), 8
ANZ R AN EG T, 1SN FEHLE, EPTICE RS EEN 10358 cM, FHEE 12 cM.

DR E A WO B AFLP; itk 2 4

Construction of genetic linkage maps of silver birch based on
AFLP markers
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Abstract: Based on the inheritance and segregation of amplified fragment length polymorphism (AFLP) markers, the first
middensity linkage map for silver birch was constructed using a pseudotestcross mapping strategy. A segregating popula-
tion including 80 progenies from the cross between Betula platyphylla Suk and B. pendula Roth was obtained. A set of 64
primer combinations were screened, and 34 pair primer combinations were selected to generate AFLP markers within a
sample of 80 F, progenies. A total of 451 segregating sites were identified. Among them, 362 belonged to 1:1 segregating
site, and 41 belonged to 3:1 segregating site, 20 belonged to 1:3 segregating site, and others were found distorted from the
Mondelian ratio. Altogether 362 sites segregating 1:1 (testcross configuration) were used to construct parent-specific link-
age maps, 201 for B. platyphylla and 161 for B. pendula. One linkage maps resulted consisted of 201 marker sites in 14
groups with four or more sites per group, 10 triples and 14 pairs for B. platyphylla, which covered a map distance about 1
296.1 cM (Kosambi units), and the average map distance between adjacent markers was 15.5 cM. Another linkage maps

resulted consisted of 161 marker site for B. pendula were mapped onto 17 groups with four or more sites per group, 8 triples

Ye#s B #A: 2008-06-01; &[5 H #A: 2008-07-14

E&£WA: ( GBO06B303-5) ( 2007RFLXN001)
1EH BN (1979-), , : E-mail: gaofuling2007@163.com
BifEE: (1965-), , , : E-mail: tbjiang@yahoo.com



214 i f{ HEREDITAS (Beijing) 2009 31

and 4 pairs, which covered a map distance about 1 035.8 cM, and the average map distance between adjacent markers was
12 ¢cM. Those maps can be used in QTL analysis and molecular assistant selection in birch breeding.

Keywords: Betula pendula Roth; Betula platyphylla Suk; amplified fragment length polymorphism (AFLP); genetic
linkage map
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