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Abstract: This paper reviews the current status of correlation between rice chalkiness and other rice quality characters,
formative mechanism, and classical and molecular genetics for rice chalkiness. The formation of rice chalkiness proves to
be a complicated physiological process and tightly relate to “source-sink” of rice, dynamics of grain filing, biosynthesis and
accumulation of starch in endosperm. Rice chalkiness is a complicated quantitative trait, which is controlled by maternal
effects, endosperm effects, and cytoplasmic effects. There are some stable quantitative trait loci (QTL) for rice chalkiness
on many rice chromosomes. Of them, three genes controlling rice chalkiness, which have an impact on starch synthesis,
starch metabolism, and fruit development, have been cloned. But the manipulative network and formative mechanisms of
rice chalkiness remain unclear. At present in breeding practice, decrease of rice chalkiness has become one of the main aims
in rice quality breeding, especially for indica rice. The direction of genetic research and improvement strategy of rice
chalkiness in future were discussed in this review.
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