i$ f# HEREDITAS (Beijing) 2010 3 ,32(3): 191—197
ISSN 0253-9772 www.chinagene.cn

4z

DOI: 10.3724/SP.J.1005.2010.00191

FLAR PR v SRR 32 AR AR K P11 1Y 23 L

&, ®|ER, THIK

100850

s

MR EZ R EROEILREN L AELXRE TN EEEAG, Bl ERakAILREETH L2 TEAF. ERa
WERAKTFELREEFFEZRERA, OFER &%, EARENTENBEETRARKGZH. LRE NS
W T R UK FE# S ERaRAKFEVM K. ¥ ERakEKFH2FINHELR, REFRFT L TERE
. #F. #FEE. MERHEESFATSE BRoRAKTHREY. ELEFMEFZKT, ¥4 0 THEIEE
HE M S ERaB 3 THMHEER XL ERaty 4 K, E# X/ BEKF, —2% microRNA # T F 7
ERa mRNA [ ¢ Fo /50 40 | 80 F K ERaBy AT ERER AT, #2oTETZF-FOBEREEHAY
ERo&Z HAT. XEALEAF, X BEFT o FHETIHATEEZER.

DOALBE, R ERKIEE; M E T KRa

Molecular mechanisms of regulation of estrogen receptor a expression
level in breast cancer

CHENG Long, HUANG Cui-Fen, YE Qi-Nong
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Abstract: Estrogen receptor a(ERa) plays an important role in breast cancer development and progression and thus be-
comes a useful molecular target for breast cancer therapy. ERa is differentially expressed in breast cancer patients. More-
over, ERa expression levels may change at different stages of breast cancer even for the same patient. ERa expression is
closely associated with the effect of endocrine therapy and prognosis. The mechanisms underlying ERa expression are
complicated, because ERa expression is regulated at different levels, including chromatin, transcriptional, post- transcrip-
tional, translational, and post-translational levels. Many proteins modulate the transcription of ERa gene at the chromatin
and transcriptional levels through direct or indirect interaction with the ERo promoter. Some microRNAs decrease ERa
levels possibly by induction of the degradation of ERo mRNA and/or repression of the mRNA translation. At the
post-translational level, many proteins regulate ERo protein levels through ubiquitin-proteosome pathway. This review

focuses on molecular mechanisms of regulation of ERa expression at different levels.
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