i$ f# HEREDITAS (Beijing) 2010 3 ,32(3): 235—241
ISSN 0253-9772  www.chinagene.cn B R4R

DOI: 10.3724/SP.J.1005.2010.00235

19 38T BRI A SRR 5% 20 0 2 ) ) S8 e AR

Wk, MKE, B, RaE, R, FE, TiE, B

R 100850

DN TRBRESAEWMIIRRE A EN RO AR AN A EERLE, RIERXTERXLEARE AW
B, EHEMKTERLZTEHENMIRE L FERENNBFT, XEAAN R RIERBIIZEEFZFREN
B, FRIELRRZAMEER. MA RT-PCR 7 a0 T 7 8 M40 i £ o oy 3k 34 Fo x4 0 3 R 8 o
B, ME TGRS THERRRERK, B R 203THM, I AR L 401K Western blotting 77 % 4 I 3 3 40 g 3%
FAEFGEEDTFHREL. EREW: FEBEA C4-2 B E KL W H F—— BB A 4 7 44 B -1(Triosephosphate
isomerase 1, TPI1)#n % Bt iRk & 4 4 4% B (Syndecan binding protein, syntenin, ST1); # FAF & I A15 77 &
EEAMREMX, HEEHXIHRBENERATR, — X/ ha&a. dRAEREH-1 M2 REARELLE
B A A b 8 7 B P R KR B B W AT A R R

DA, WEARE; 2R, RRAERMNE-1, ZRAREE SR

Identification and expression of two new secretory proteins
associated with prostate cancer

QIAN Xiao-Long, SHI Qing-Guo, PANG Bo, WU Rui-Qin, YU Lan, LI Shan-Hu,
WANG Hong-Tao, ZHOU Jian-Guang

The Laboratory of Molecular Biology of Medicine, Beijing Institute of Biotechnology, Beijing 100850, China

Abstract: Our research intends to obtain extra-cellular proteinogram of cell lines representing different advancement
stages of prostate cancer and to test whether screened differential expression proteins can be secreted and used as serum
biomarkers for prostate cancer. By examining differential expression spots in two extra-cellular protein 2D-PAGE gels and
mass spectrum, candidate molecules were obtained. The expressions of these candidate molecules in eight cell lines and
response to androgen stimulus in LNCaP were analyzed by RT-PCR. By constructing eukaryotic expression vectors and
western-blotting with anti tags antibodies, the candidate molecules were tested to understand whether they can be expressed
in tansfected 293T cell culture fluid. Two overexpressed molecules-triosephosphate isomerase 1 (TPI1) and syndecan bind-
ing protein, syntenin (ST1)-in extra-cellular proteinogram of C4-2 were screened out; both of them are secretary proteins.
On transcriptional level, both proteins were up-regulated with the malignancy of prostate cancer cell lines and ST1 was
dose-dependently inhibited by androgen. Considering cellular level results, both TPI1 and ST1 have their potential as serum
biomarkers for indicating the developmental stage of prostate cancer.
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