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Genomic DNA extraction from hair sacs of pigs using modified
phenol-chloroform method

WANG Ji-Ying" %, YU Ying', FENG Li-Xia', WANG Huai-Zhong®, ZHANG Qin'

1. College of Animal Science and Technology, China Agricultural University, Beijing 100193, China;
2. Institute of Animal Science and Veterinary Medicine, Shandong Academy of Agricultural Science, Jinan 250100, China

Abstract: In referring to various methods for genomic DNA extraction from different tissues, we modified the classical
phenol—chloroform procedure and reaction system for use in genomic DNA extraction from pig hair sacs. With the modified
the phenol—chloroform method we successfully obtained high quality genomic DNA from pig hair sacs. Genomic DNA can
be extracted from sacs of one to six pig hairs with satisfied quantity and quality for the need of PCR-based molecular ex-

periment.
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x1 HER. KARMERERERNEZMKE®N0=20)

(mm)=*= S.E. (mm)=*=S.E. (mm)=*=S.E. (cm)=*S.E.
2.475+0.094* 1.925+0.069* 14.83+1.623* 3.160+0.112*
2.763+0.078" 2.187+0.063"* 24.09+1.236° 4.595+0.115"°
4.812+0.239" 3.737£0.177° 51.25+1.897¢ 8.450£0.253¢

SPSS One-Way ANOVA LSD (P <0.01); S.E.
2 DNA
(ng/uL)=S.E. Assor2s0ES.E. (ug)*S.E.
1 3 214.17436.47 1.9320.009 8.571.46
2 3 512.334102.78 1.98%0.015 20.49%4.11
4 3 868.83290.44 2.00%0.003 34.75+3.62
6 3 1464.67%109.95 1.9920.008 58.58+4.40
6 3 100.38%5.95 1.8520.035 4.020.24
12 3 217.58%53.05 1.9540.016 8.7022.12
6 3 263.42456.45 1.9920.010 10.542.26
12 3 312.83£44.48 2.00%0.003 12.51£1.78
:S.E.
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