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Hoxc13 and the development of hair follicle
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Abstract: Hoxc13 belongs to the Abd-B class of Hox gene family, which participated in the hair follicle formation and
hair growth regulation process. The structural protein of hair KP (keratin) and KAP (keratin-associated protein) expression
is under regulation of Hoxc13, and then changes the characteristics of hair by regulating the composition of these two types
of hair proteins and maintaining the normal morphology of hair follicle. In this review, we summarized that the relationship
between the expression level of Hoxc13 and hair follicle development/hair growth and the mechanisim under the controling
of Hoxc13 and relevant genes.
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