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Mechanism of regulating deacetylase SIRT1 expression and activity

YANG Wen-Jia, WANG Dong-Lai, ZHU Wei-Guo

School of Basic Medical Sciences, Peking University, Beijing 100191, China

Abstract: SIRT1 is an NAD"-dependent deacetylase in mammalian cells and plays important roles in senescence, cell
death and tumorigenesis. To clarify the regulation of SIRT1 expression and activity is crucial for scientists to understand the
biological function of SIRT1. This review mainly focuses on the mechanisms by which SIRT1 expression and activity are

regulated.
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