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The gene ontology and electro localization of ovine skin derived
EST-SSR markers
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College of Animal Science and Technology, Shihezi University, Shihezi 832003, China

Abstract: In order to study the potential gene function of ovine EST-SSR markers, nine original EST of Ovine Skin De-
rived polymorphic EST-SSR loci, which were developed in an early study by our lab, were ontology annotated and Electro
localized. The results revealed that the original ESTs of the six loci had high homology with known genes and three of them
probably played an important role in wool traits. Compared with its cDNA library, 8 loci were located on chromosomes of
cattle. The homology of chromosomes between cattle and sheep was estimated based on the similarity coefficients calcu-
lated by positioning markers. Additionally, NJ clustering tree was establishedto serve for electro localization of ovine
EST-SSR markers. Finally, 8 EST-SSR markers were successfully positioned on ovine chromosomes. The results from this
study not only provide references for further studies on genetic mapping, in silico cloning of key genes for wool traits, but

also are helpful to the researchs of chromosome evolution in animal.
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EST-SSR
9 EST-SSR
' ' NCBI EST
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[1~3] [4] > PCR (
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NCBI
SSR Thiel 1) ’ UNISTS, 2010 2 1
EST-SSR ’ 1210 RFLP SSCP
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EST-SSR 14
(6] EST-SSR 12
’QTL, 1.2.1 EST-SSR #7264 7 g 2 4
NCBI ,
, 54 , 6 (BLAST)(http://blast.ncbi.nlm.nih.gov/Blast.cgi)
, Maddox EST BLAST ,
(7 , , (Query coverage) 30%
10° EST
[8] , EST
£ 1 BFEEKE EST-SSR FRIEE S A5IMER
(5'—3" (5'>3") EST (bp)
33176797 TTCCAGAGCAGCAGACAA TAACCATTGGACCACCAG GT 537
33176853 CCTTCTGTTATTACTTGCTG TAGTCATGGTGAGGGGAG TG 503
33176884 GCTCACCACAAGAAGAGGGAT TGAGACGGGAACGCAGGT GCAC 553
33176918 CTGGGTGATTCTGGAGGT CAATAGGTTTCTGTCGGTTA TG 378
33176955 TAGGTGGTAGGAAGAAGG ATGGCACATAACAACTCA GT 577
33176988 CGACCAAAACCACAAGCA ATACGAACCTGACAGCACC CA 243
33177052 GTATTCCAGGGGACTTCA TAGCAGGGACACTTCTTTT TG 388
33179441 TGTAGGGTGGGATATGAGGT AAGCCATGTGAGGAGCAG GT 380
33181070 ATTGCTGGTTCTGTGGGT TTGGGAGTCTGGTTGGTAT TG 231
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GenBank
33176797 EU743938 BMPI15 35% 1E-50 86%
33176884 AF108092 NUMB 64% 4E-70 81%
33176918 AJ871176 ABCG2, PKD2 SPP1 31% 2E-21 83%
33176955 XR_019972 MENA 84% 2E-59 76%
33179441 NM_001075265 PBXIPI 88% 2E-121 90%
33181070 NG 021338 SUFU 40% 3E-18 86%
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K3 BERKIRE EST-SSRIFCEF AR LB FEMER

33176797 NW_001493113.2 13 544 85% 3E-152 92%
33176853 NW_001495023.2 5 339 90% 1E-90 97%
33176884 NW_001492867.2 10 516 85% 6E-144 94%
33176918 NW_001494562.2 2 252 83% 1E-64 96%
33176955 NW_001494727.1 3 536 70% 5SE-150 99%
33176955 NW_001493109.1 13 536 62% SE-150 99%
33176955 NW_001493403.2 16 531 74% 2E-148 98%
33176988 NW_001503073.1 N 237 65% 2E-60 94%
33177052 NW_001492854.2 10 219 67% 1E-54 89%
33179441 NW_001494724.2 3 349 72% 1E-93 95%
33181070 NW_001494358.2 26 150 38% 3E-34 97%

x4 BFE. FHAEMFCHREEIRIFER

1 80 9.8% 1 47 5.8%
10 17 2.1% 2 37 4.6%
11 32 3.9% 3 37 4.6%
12 21 2.6% 4 28 3.5%
13 21 2.6% 5 39 4.8%
14 25 3.1% 6 30 3.7%
15 33 4.0% 7 27 3.3%
16 19 2.3% 8 37 4.6%
17 28 3.4% 9 35 4.3%
18 22 2.7% 10 38 4.7%
19 23 2.8% 11 38 4.7%
2 72 8.8% 12 19 2.3%
20 20 2.5% 13 21 2.6%
21 14 1.7% 14 23 2.8%
22 15 1.8% 15 34 4.2%
23 32 3.9% 16 22 2.7%
24 18 2.2% 17 29 3.6%
25 10 1.2% 18 24 3.0%
26 11 1.3% 19 30 3.7%
3 79 9.7% 20 20 2.5%
4 31 3.8% 21 22 2.7%
5 28 3.4% 22 24 3.0%
6 30 3.7% 23 19 2.3%
7 39 4.8% 24 31 3.8%
8 30 3.7% 25 18 2.2%
9 29 3.6% 26 15 1.8%
X 33 4.0% 27 11 1.4%
Y 3 0.4% 28 10 1.2%

29 14 1.7%

X 29 3.6%

Y 3 0.4%

815 1.0 811 1.0
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33176797 13 13 99.50% 91.54%
33176853 5 3 95.02% 92.17%
33176884 10 7 100% 94%
33176918 2 2 94.77% 90.98%
33176955 3 1 94.27% 93.33%
33176955 13 13 99.50% 98.51%
33176955 16 12 99.63% 97.63%
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