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Tumor suppressor role of chromatin-remodeling factor ARID1A
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Abstract: The mammalian SWI/SNF complex is one of ATP-dependent chromatin-remodeling complexes, which plays
important roles in cell proliferation, differentiation, development and tumor suppression. ARIDIA (AT-rich interactive
domain-containing protein 1A) is a large subunit of SWI/SNF complex, and also an ARID family member with non-
sequence-specific DNA binding activity. ARID1A is a tumor suppressor gene which is frequently mutated in many cancers,
such as ovarian, bladder and gastric cancers. ARID1A can suppress cell proliferation through the up-regulation of p21 and
the down-regulation of E2F-responsive genes. These findings on ARIDI1A and its role of tumor suppression contribute to
understanding the mechanism of cancer development and developing new therapy for cancer.It is introduced in the review

that ARID1A basic characteristic, related to cancer development, and biological role for full understanding of ARID1A
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