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Rbb4l enhances TGF-pB/Nodal signaling and promotes zebrafish em-
bryonic dorsolization

TONG Jing-Yuan, LIU Xing-Feng, JIA Shun-Ji

School of Life Sciences, Tsinghua University, Beijing 100084, China

Abstract: The TGF-B/Nodal signaling pathway plays an important role in the zebrafish dorsoventral patterning process.
To further explore the function and mechanism of this signaling pathway, we identified a set of Smad2/3a interacting pro-
teins by the yeast two-hybrid screen. Rbb4l (Retinoblastoma binding protein 4, like) is one of the identified proteins. Hu-
man RBBP4 (Retinoblastoma binding protein 4), the homolog of zebrafish Rbb4l, has been shown to form complexes with

other chromatin modifiers, but its roles in embryonic development remain unknown. In this study, we showed that Rbb4l

Yehs HER: 2012-11-02; f&[E HEA: 2012-12-19
EEWAE: ( 2011CB943800), ( 30830068)
30921004)
TEH BN , , Tel: 010-62771164; E-mail: tongjy10@mails.tsinghua.edu.cn;
Tel: 010-62771164; E-mail: liu-xf06@mails.tsinghua.edu.cn

BIES: , , E-mail: jiasj@mail.tsinghua.edu.cn
M 4% R A (] : 2013-1-29  17:31:30
URL: http://www.cnki.net/kcms/detail/11.1913.R.20130129.1731.003.html



478 i f{ HEREDITAS (Beijing) 2013 35

directly interacted with Smad3a and enhances TGF-f/Nodal signaling. In zebrafish embryos, rbb4l overexpression resulted

in an expanded expression of dorsal markers with a reduction of ventral markers expression, suggesting a dorsalizing func-

tion. On the contrary, rbb4l knockdown caused ventralized phenotype of the embryos at 24 hours post-fertilization (hpf).

Furthermore, a series of rescue experiments showed that rbb4l failed to cause embryonic dorsalization in the absence of

Nodal signal. Together, our data suggested that Rbb4l acts as an enhancer of Nodal/Smad2/3 signaling during embryogene-

sis, and depends on the existence of Nodal signaling.
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