i f§ Hereditas (Beijing) 2016 1 ,38(1):9—16
www.chinagene.cn

NS
39
i

CRISPR/Cas9 3£ [H4H 4 555 RAE HIV-1 Y597 G
I FH 3

1,2 1,2

. 116029
2. 116029

W36 97 2 $ 4h IR IE % 2R R 2 — 2 7 A N AREE 40 e DL 2 I B A 1R TR kT R 51 R R
AT LB WY B . B b, 2RI B EOR 7 iR TR LR AR B HIV-1 SRR R HIV-1 e & B B9 i 7 o
AAERAALEN. o, AAWEEBN T EFERA LA AREKRELEASFEZFA. RHFALX
FYPRBETHE S HANNERBRAEE XELF I KM XEESE 9 % 4 [Clustered regularly interspaced
short palindromic repeats (CRISPR)/CRISPR-associated nuclease 9 (Cas9), CRISPR/Cas9] & # & 3 & ik & H 41

RAmE TR, Eik, WA CRISPR/Cas9 & 4 LI HIV-1 5 & & H A AT B R 545, AT A2 i
JUHIV-1 REREMENEERA LM RN R AXSHFRHFE NS RAAR, EANET CRISPR/Cas9
%Eléﬂﬁﬁa‘bmt HIV-1 BRI 697 B, £ B4 CCRS A H %% i Ik HIV-1 JE % & UL K& b HIV-1
FEZE, WA HIV-l RERFHTG SN REEEZHRSF.

: CRISPR/Cas9; AX % EHfmeE; XHARE

Application progress of CRISPR/Cas9 genome editing technology
in the treatment of HIV-1 infection

Yinglun Han'~, Qingwei Li'*

1. College of Life Science, Liaoning Normal University, Dalian 116029, China;

2. Lamprey Research Center, Liaoning Normal University, Dalian 116029, China

Abstract: The goal of gene therapy is to introduce foreign genes into human target cells in a certain way to correct
or compensate diseases caused by defective or abnormal genes. Therefore, gene therapy has great practical signifi-
cance in studying the treatment of persistent or latent HIV-1 infection. At present, the existing methods of gene ther-

apy have some major defects such as limited target site recognition and high frequency of off-targets. The latest re-
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search showed that the clustered regularly interspaced short palindromic repeats (CRISPR) /CRISPR-associated nu-

clease 9 (Cas9) system from bacteria and archaea has been successfully reformed to a targeted genome editing tool.

Thus, how to achieve the goal of treating HIV-1 infection by modifying targeted HIV-1 virus genome effectively using

the CRISPR/Cas9 system has become a current research focus. Here we review the latest achievements worldwide

and briefly introduce applications of the CRISPR/Cas9 genome editing technology in the treatment of HIV-1 infection,

including CCRS5 gene editing, removal of HIV-1 virus and activation of HIV-1 virus, in order to provide reference for

the prevention and treatment of HIV-1 infection.
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