i f§ Hereditas (Beijing) 2016 3 , 38(3):217—226
www.chinagene.cn

NS
39
i

CRISPR/Cas9 3 [N 2H 45 555 ARAE A . sl 1 B2 F

330045

. CRISPR(Clustered regularly interspaced short palindromic repeats)/Cas(CRISPR associated proteins);& & 40
T A0 28R R L — AR SR AR R SRR B IR S R Gi. B BT E K BLHY CRISPR/Cas R @ T .
I FoTIAY, e 1A R G080 41k 32 14 3, i1 3 23 i B CRISPR/Cas9 AR B i b — M ey X E 4l g T A,
E 2013 4 CRISPR/Cas9 B AR s Al TH AL MEEA R A 4miE Uk, MAZHAR#TEEARE G HE 2R
HBELARNEK. RUYDIUNTAREEZNRGF M, WREAXRRWAENELGHRANEZR M. AXEZR
7 CRISPR/Cas9 HLA TR M 24 41 o By BF 50 Ao b ot e, 134 T2 R B L 3B RO D B BE 0 £ B 7 %, OF
JER TR BN AR R

: CRISPR/Cas9; ZEFE 4 %4, Kolbzh4; B

Application of CRISPR/Cas9 mediated genome editing in farm
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Abstract: CRISPR (Clustered regularly interspaced short palindromic repeats)/Cas (CRISPR associated proteins)
is an acquired immune system found in bacteria and archaea that fight against invasion of viruses or plasmids.
CRISPR/Cas systems are currently classified into three main types: I, II and III, of which type II has relatively sim-
ple components. The CRISPR/Cas9 technology modified from type II CRISPR/Cas system has been developed as an
efficient genome editing tool. Since the initial application of the CRISPR/Cas9 technology in mammals in 2013, the
reports of this system for genomic editing has skyrocketed. Farm animals are not only economically important ani-
mals, but also ideal animal models for human diseases and biomedical studies. In this review, we summarize the ap-
plications of CRISPR/Cas9 in farm animals, briefly describe the off-target effects and the main solutions, and finally
highlight the future perspectives of this technology.
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