14 4 Hereditas (Beijing) 2016 4 9 A, 38(9): 801—810
www.chinagene.cn 2

PR A 22 i AR e i TR 0 0 1 7 2 i TR e LA 8 X

gy
200438

BE: EXARR-HSEHLEST, REXNFNENEAEEROT AT RRFmL BN~ £. KEFRK
W, maBEERRF ZHFE. EREMNOAATZET ARG EHEEMERIBEFLANRSI BEARKLT
B E W ERE, ROBERRRERSETROEZATERIAAYN R R RS~ E0T 0. AXNET 7
o EWEERE, wEEMEEER. XEREE2 . ERARGAXREYHE, oM TRrEHHALE

X AR B AR BRI REEHERERSUREESTEAAEZNY R, &
RREHI A, oK IE H AR R PN BF A MRS B R B AR K B S D e, DURR B ALK
T B A A TR AL S A

KR wmaw; RxHS; BEREM, #0HE; B #EE

Distorted segregation in plant hybrids and its implication
for evolution
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Fudan University, Shanghai 200438, China

Abstract: During natural hybridization and introgression, offspring may obtain alleles from both parents unevenly, re-
sulting in allelic segregation that significantly deviated from the Mendelian ratio, referred to as segregation distortion (SD).
Segregation distortion is a common phenomenon and a number of factors can influence the ratio and pattern of segregation
distortion in hybrid descendants. However, knowledge on the evolutionary implication of SD is still very limited. In this
review, we summarize the current knowledge regarding mechanisms of SD such as genetic interaction, genetic diver-
gence, cytoplasmic background, and environmental effect, and analyze its implication for evolution. In short, SD affects
evolutionary potential, sex ratio, genetic diversity and maintenance of stable genetic divergence. Therefore, the effect of
transgene on the evolutionary potential of wild relative populations through SD and the changes of the pattern of SD
in continuous generations should be paid attention to in future studies.
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