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Abstract: With the rapid improvement of sequencing techniques, more and more genome annotations reveal the
transposons are the important components of most genomes and present on almost all organisms. Among them, the
Tc1/Mariner superfamily represents the most widespread DNA transposons. Until now, fourteen active Tcl/Mariner
transposons (Minos, Mos1, etc.) have been identified and some highly active artificial transposons have been created
through molecular reconstruction, such as Sleeping Beauty (SB). The transposons such as SB and Mosl have been
widely used as gene transfer vectors in the fields of transgenosis, gene trapping and gene therapy. In this review, we
summarize the structure, classification, distributions, transposition mechanism and excavations of active members of
Tcl/Mariner as well as its application in the fields of transgenesis, gene trapping and gene therapy.
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Table1l Transposon compositions among different species

(%)
(Homo sapiens) 48.49
(Pan troglodytes) 48.79
(Mus musculus) 41.73
(Rattus norregicus) 39.18
(Pteropus vampyrus) 35.51
(Vicugna pacos) 34.74
(Bos taurus) 47.98
(Orcinus orca) 43.23
(Tursiops truncatus) 41.24
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(Gallus gallus) 9.74
(Xenopus tropicalis) 31.88
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(Drosophila melanogaster) 20.44
(Caenorhabditis elegans) 10.31
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