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Fig. 1 Visualization-guided extraction of large-scale centromeric and pericentromeric repeats of the human chro-
mosome Y
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Fig. 2 Tracking-back analysis of the modeled large-scale centromeric and pericentromeric repeats of the hu-

man chromosome Y
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Fig. 3 Comparison between the native and modeled
centromere sequences of the human chromo-
some Y
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