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Recommendations to define generation and apply generation
symbols in plant genetics

Jianmin Chen

College of Bioscience and Biotechnology, Yangzhou University, Yangzhou 225009, China

Abstract: Genetics is the science of studying the inheritance and variation of organisms. It is one of the biological disci-
plines that explore the rules of the structure, function, variation and transmission of genes. The concept and category of
generation in plant genetics is a simple issue, but the usage of generation symbols is arbitrary so far. Different symbols are
often used to express the same type of hybrid offspring, such as the traditional hybrid expressed in F; or Fy, and the regen-
erated plants in the tissue culture are expressed in R or Ryor Ry, which leads to the fuzzy basic concepts of genetics. Ac-
cording to new generations generated by different methods and their genetic composition, the paper puts forward some

suggestions to apply symbols to the new generation, so as to facilitate the study and research of plant genetics.
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(gene-
ration)
(inheritance)
(variation)
: ( the first filial generation) Fi
[2~5] F,
Fi
Fo R Fs
Fo
[6~10] FO Fl
1 3
(Triticum monococcum, AA)
(Aegilops tauschii syn. Ae. squarosa, DD)
(Ae. Speltoides, BB) (11.12]
= [13~18] Fo [19~23]
Fo F, [21, 23]
(grafting)
Southern ISSR
rootstoc
RAPD (rootstock)
(scion) [24~26]
G[27,28]
T1[29]
1

(regeneration plant)
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(Agrobacterium tumefaciens)
[44]
Ro
Ro R, [45,46]
To
D, [30] [47~49]
Rl[31] R0[32]
Ro TO
[33,34] R Tl [50~52] TO
[35] [53]
CRISPR/Cas9
FO TO[54,55]
F,120]
2
(mutation)
Mo
M, [36~38] M,
[39]
M, [40,41]
M
[42,43]
1

*1 EYMEEFDRAMPHERNTS

Table 1 Symbol of new hybrid generation in plant genetics

F1, Fo Fy
F1, Fo Fy
T, G G:
R, Ro, R1, D1, Fo R1
Mo, My M;

Ro, To, Ts T1
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