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Abstract: Mosquito-borne diseases have become an important public health issue of global concern because of their
high incidence and transmission rate. As a vector for mosquito-borne diseases, studying the interaction mechanism between
mosquitoes and mosquito-borne viruses will help control mosquito-borne diseases. The impaired innate immunity and
immune barriers evasion caused by mosquito-borne viruses in mosquitoes pose a potential risk for the persistent infection of
the virus in mosquitoes and the outbreak of mosquito-borne diseases. The RNA interference (RNAI) pathway, as a powerful
antiviral defense barrier in mosquitoes, can inhibit viral replication and transmission by producing a variety of small RNAs
to degrade viral RNA. In this review, we summarize the related studies on the innate immune mechanism against mosquito-
borne virus infection in mosquitoes about small interfering RNA (siRNA), microRNA (miRNA), and Piwi-interacting RNA

(piRNA), aiming to provide a theoretical reference for the prevention and control of mosquito-borne diseases.
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Fig. 1 The mechanism of siRNA biogenesis and
functions
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Fig. 2 The mechanism of miRNA biogenesis and
functions
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Fig. 3 The mechanism of piRNA biogenesis and functions
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