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Abstract: The interactions between Emiliania huxleyi and E. huxleyi virus (EhV) regulate marine carbon and sulfur
biogeochemical cycle and play a prominent role in global climate change. As a large DNA virus, EhVs have developed a
novel “virocell metabolism” model to meet their higher metabolic needs. However, the regulatory mechanism of this

metabolic model is still largely unclear. MicroRNAs (miRNAs) can regulate biological pathways through targeting hub
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genes in the metabolic processes. Here, we performed high-throughput small RNA sequencing to analyse miRNA
expression in EhVV99BL1 infected E. huxleyi BOF92. A total of 26 miRNAs (including 2 virus-derived miRNAs) were

identified, including four up-regulated and one down-regulated miRNAs. These results were further validated through

quantitative real-time PCR. Functional enrichment analysis showed that five differentially-expressed miRNAs might be

involved in the regulation of carbohydrate metabolism, lipid metabolism and amino acid metabolism. Moreover, the

expression levels of differentially-expressed miRNAs were negatively correlated with that of several lipid

metabolism-related genes, such as ACC-1, SPT, ACOX, ACAT, CERS and ACADS, indicating that these miRNAs might play

an important regulatory role in virus-mediated lipid metabolism.

Keywords: Emiliania huxleyi; Emiliania huxleyi virus; small RNA sequencing; microRNA,; lipid metabolism
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I, EhV-Eh B EAR SRR SE M ik . 2R ) Ak
PEI R R EE R, PawhsSn
F A2 G FMAHTA SR IE B T — R . e i B
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X,149f 3 [A (virus-encoded auxiliary metabolic genes,
VAMGS)H 215 F IRl & e . WIS vGSLs i fhE
YENEEMNES 2 FE L ROS(H,0,)M 1 NOMfy
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MicroRNA(MIRNA)J&—Ff BE /3 i 76 18~26 nt
PR AE SRS /N RNAL ZIHEY) miRNA & H 3
A0 BB ARIE, S miRNA 8 H06LF & FIX,
AL MIRNA B 224 [ 35 D 4 A JE A i X 180
MIRNA G 2 45 7 78 50 35 PR AS [R]7 i 400 ) B8 8 7
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EhV-Eh HAE 443 HLHH $E 458 i BRIS A

1 MRSk

11 HRBAGENERRFEHRE

ok G 47 8 E. huxleyi BOF92 Kz HUA: Sk 241
i BE R R ERVO9BL ¥ iy R i B /R AR K2 A ) R A
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70%0 K FL i Y f2-si e Br e dt, Bkt 1R
Ji 16°C+2°C, JEIRHEE K 60 pmol quanta m™ s,
R JEIA R 14710 GBI 78 2 L 850 KW A0 i
H1(~10° cells/mL), LA 1 : 50 (EhV : En)/AFREEfin A HE
2555 7 LR R AR LR MR 290 107 viruses/mL),
AN 2 LB nAE R R KIS R R X IR, A
TAFAFTI mRNA sk 4] FAR 4127 4y
Wreg, EnV g R (6 hyFidh 5 (45 h), 15 144
LA T BEZEREREP MRS A P
FRZE %A T AR DRI AT 5 08 45 s 7 Je%
Yei) 6 h A1 45 h AR R RFERTRI AL 43 5] T B R L
6 h Al 45 h B0 500 mL FEEA0ORE F(4°C,
7000 r/min, 5min), S7HEIE TR AT #EZE, T-80°C
RS BOREAREWAEY =17, it 8
AFEA: Con_6h-1, Con_6h-2, Exp_6h-1, Exp_6
h-2. Con_45h-1, Con_45h-2, Exp_45h-1, Exp_45
h-2.

1.2 RNA BJ32EX. small RNA XEHE RN FE

JH mirVana microRNA Isolation Kit (Ambion, 3&[E)
50 SR HUREAS B RNA, NanoPhotometer (IMPLEN,
PR ) RIS RNA Y BT A4 B2, Agilent 2100
BioAnalyzer #%: fil RNA 6000 Nano chip (Agilent,
=) 43T RNA 1528 . FIH Nlumina smallRNA-
seq SCJFEM IR & (KAPA Biosystems, 3£l #
small RNA {ll 5 3¢, 7¢ Illumina HiSeqTM 2500 -
BHATIN T (e REEHA A, W), S5 H A ik
L R & E. huxleyi CCMP1516 (https://www.ncbi.
nim.nih.gov/genome/2?genome_assembly_id=22489)

AT 259 B Ak 2 EhV86  (https://www.ncbi.nlm.nih.
gov/genome/?term=GCA_000865825.1),

1.3 EWERESH

W 345 B B BE raw reads i U 0 1k S A5
% clean reads, XLBR#EL)FH . KE/NT 18 bp #i#
KT 30 bp ¥ reads. A N IR reads S AR5 &
i) reads. J5 2L A 5L T clean reads. ffiitid 2
% T Cutadapt 1.7.1471 Fastx toolkit 0.0.142% 4% f4:
Clean reads £t lbXf Rfam 11.0 %di )%, 5o pEds
rRNA. scRNA. snoRNA. snRNA LI f tRNA 5§
ifS RNA F%), L85/ small tags 1E A #iil
MIiRNA HIEZEF 5], (] BLASTN {44 F A2 11
small tags FbXtE]IEZ#k R E. huxleyi CCMP1516 Fil
Ehvee H:[HZH, {88 6Eo¢ 42 VT I ] 2 7% 5 K 40 1Y
tags. fii il miRDeep2®* 4% {4 % fiE U il £ 5 % 5t [H 41
[ tags HEAT R EEF T . miIRNA [ 335 K - i
TPM (transcripts per million reads) 5 ¥ H—4k ., i ]
edgeR PN miRNA #1725 R Rk H, 22574
PFUEE A . |log,(foldchange)| >1 LA & P<0.05.

1.4 miRNA RS

fd FHF 5 e T2 BLAST, S S8 4544 T i
MY 24 %15 3 miRNAs J7 51 5 miRBase ZHf % i sk
i) 38,589 % miRNAs, HAlf##E Y 2650 4% (Bl
i AR UGER mIRNAS)LL ) #F E. huxleyi CCMP1516
S Y 18 4% mIRNAPSHEST L X234, 4558
457 miRNA fI41F A . miIRNA Fl 78510 (5 2 215
8 NI A AR VA FE L, SRR <2, hTPiA
WEFNAEAABHMANESR, BT TMH
E. huxleyi BOF92 1) miRNAs X HFi A (1) Th e i1k
MO, ST T miRNA K AT 5 HAl 13 #ki
P B AP ST ER Hib ) E. huxleyi 92A | Eh2
H1 Van556 SR RE I 3 Y o Bk, At 10 B2 AR A
B (55 B AT DGR B 91% % 95%) . X 5ok
T 2 2% miRNA KRR P 1 5 At 13 #Rill 7
BRI T ORSF ST o

1.5 miRNA MERFNEINGEEE ST

miRNA F 8 5L K 5 miRanda (v3.3a)P%%k 14
M, ZBOXE M. -sc 140 -en -20 -scale 4 -strict.,
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Encyclopedia of Genes and Genomes) & ££ il &
DAVIDPUTELRE A 53 Hr, Lo M ILA] 43 A5 A 4/

P<0.05 Y term &y it 3 & 4 o 11 R & 5 P il At
AR S

1.6 miRNA-RECEIEEE F E/EM & o 4

VEH2E 57415 miRNA FEEEP b 5 18 i A oG
(2 R AT miRNA-#LIE R B A 9 26 43 #7 , G045 i i
FRG . MemekeEme . H s Hmskig
DL iR 4% . il ] Cytoscape (v3.3.0)4K 42 il
HAEMZA,

1.7 gRT-PCR IiE miRNA R HEEH

Xt 6 42255 RIKAY mIRNA HE17 250980
gRT-PCR %1k, 24 T #E— L3 M 26175 5 #Y miRNA
R ATRES 518 ERIIE AT, N miRNA 5L
PRI T 6 A4 SRR ARSI DG iy G i B DY, B 1Bk
Il A FR1LEE-1 (acetyl-CoA carboxylase-1, ACC-1) .
22 5 R KRR Bk %% % i (serine  palmitoyltransferase,
SPT) . Bt 4 A %A 1L (acyl-CoA oxidase, ACOX) .
CTREHE A BRI L (acetyl-CoA acyltransferase,
ACAT) . #5425 N- 4% 4% £ 1§ (sphingoid base
N-stearoyltransferase, CERS) A & T Fk4i ity A i ity
(butyryl-CoA dehydrogenase, ACADS)#EAT H #L % )
JEH qRT-PCR 1, JF-HrE 15 miRNA FKikK
SEZEIE IR, H Primer 5 3 F 590 (GE 1), H
Tl 5P 5 k. 5-GTCGTATCCAGTGC-
AGGGTCCGAGGTATTCGCACTGGATACG-3', ¥
M AR (L) A BR A RIS B $RHUA RNA £
DNA FfiEfb )G s sk cDNA, g sl &k
FastQuant RT Kit with gDNase &7 £ (TIANGEN, Jt
). qRT-PCR [ 1A £ Z i Power SYBR® Green
PCR Master Mix (Thermo Fisher)7¢ Yt g 2 #6357
VLTS, miRNA DL U6 NS, BEIE LA i
W% 1% W CDKA NP7, qRT-PCR L5 7E
QuantStudio 7 Flex Real Time PCR system (Thermo
Fisher) b #t4T, MAHSLHE 3 MW ELM 3
AFR S (I FHAEAS 389 R 00 7[RI e ), IR
27N IR T R X R,

£ 1 miRNA RESBEEMSIHFES

Table 1 Primer sequences of miRNAs and their
target genes
EIR/EA S FF51(5'—3") K (nt)
U6-F CTCGCTTCGGCAGCACA 17
U6-R AACGCTTCACGAATTTGCGT 20
ehx-miR1-5p-F ATTCCGACCCGTCCCTGA 18
ehx-miR2-5p-F GTACTCGCCTGTCGTCCG 18
ehx-miR3-3p-F GCGAGGTTGGCGCGGGC 17
ehv-miR1-3p-F CTAAGTTCGATCCTCGCC 18
ehv-miR2-5p-F CCCTCGTAGCTCAGTGGA 18
miRNA universal GTGCAGGGTCCGAGGT 16

reverse primer

CDKA-F TACGCCGACGAGGACTAC 18
CDKA-R GCGATATGCTTGGGCAGG 18
ACC-1-F GAACCGGGTGGATGCAGT 18
ACC-1-R GAAGGAACATGGCCTTGT 18
SPT-F TCTCGGACACGCTCAACC 18
SPT-R CCCTCGACGATGATGATG 18
ACOX-F GTCCGCTTCACCGTCCAG 18
ACOX-R CGACGATCAGTCCAGACA 18
ACAT-F GTCAACAAGGTCTGCTCG 18
ACAT-R AGGTAGTACGGCACGTTG 18
CERS-F GAGGAGCGGCACAAGGA 17
CERS-R CCGATGCGGACAAAGTTG 18
ACADS-F GAGCACGGGCAACCTCAT 18
ACADS-R ATGTCGGCGAGCAGGAAC 18

1.8 ZHiEHH

KH SPSS 17.0 BKPRHEFTSEIH4MHT . qRT-PCR
[ S RSO LA ST M (e 22 7, W35k 22 SR
t K5, P<0.05 Fm2% R, P<0.01 FR/R2E W

TS
2 RS0

2.1 FHRECEATE MiRNA BIE A Y4HE

£ llumina HiSeqTM 2500 - 4 =38 & I F )
4~ small RNA SCIE 23R4 T 9 T 7 A R ik
reads, FHPE B reads [ H>97%, St kS
FEANREA T4 46101 clean tags I T0%2: 47, i
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JRJF S BT TR SR AR BE © 4% 2 NCBI Y SRA
¥ 2 (SRP108676) .

WXt small RNA #E47ad 58 . B . 28D
5ZFERA G, LEEE 26 Z82 miRNA
CH: 4 45 R 4506 5 R R miRNA), 23 MRl A
miRNA, FSEEEN 2 % miRNA £ [ [/ —AN Rk
miRNA, 66.7%1 miRNA & AL 8] [X, 29.2%7)
mMIRNA >k B AR FIX, HA 1 % miRNA K H NS
T X, miRNA iy K JE7E 18~30 nt 2 [i], I&(EH 4 21 nt
(K 1), x4 miRNA 95 D% 8 3| 765,680 K45,
FWITER B L 551 F miRNA ik /K2 RER,
AR, BHICHA % mIRNA (5 A IERT C A B
558 114 D 4P (54.17%) o B miRNA [ /5751 | P =
JE DA A FE AL A R 7 ILRRE SR 1, AR miRNA 751
VLR 2,

2.2 FRECEATE MiRNA RS HEST

FHFEB) He X T EUE- T30 Y 26 26 miRNA JF51 5
miRBase ¥ FE UM miRNA DL & R #5% A
miRBase 3 T miIRNA JEAT L X, 45

16
14+
12t
glo—
8_

miRNA

[=T0 S I S =
T T

18 19 20 21 22 23
miRNA K B (nt)

B 1 miRNAKKEDT
Fig. 1 The length distribution of miRNAs

24 27 30

W 3. BARA ) —LE miRNA AR A A
MIRNA [ 3 43 B 3 e X (F 55 R VT E. huxleyi
CCMP1516 (1) 18 45 miRNA), {HHBA W JE %2 F 15
SF MIRNA 9 5% M FCA9A 3 BOF92 il 1 il {4
MiRNA A 5 miRNA 5 A 13 #4004 B3k A
ZH 1Y R4 SR R (2% 4. 5), 10 4 miRNA (K
hric) 5 HMIE 13 HREEpREEE A e 2L, 5
Hb 14 ZI R T 5 SRR T 5 11 DG e 45 TG
IRUCHEL, FHIX 10 2RI T3k [C A % BOF92 11y
miRNA K H AT L HAl miRNAs B 4R5F . % T
BN 2 5 miRNA, ET#ASRE R Hoe 2 HoAl 13
PR G SR fE pY 2 4 -, P EhV99BL Zntt
Y miIRNA 7ERE Z 8] (14748 55 55 R B &, {H ehv-miR1-3p
kb ehv-miR2-5p AR 5F (2% 6).

2.3 mMIRNA ZRRiEHH

X} 26 2& miRNA 19y 3= B 3847 22 S o0, 46
R 3 445 miRNA il 2 4595 2 miRNA 78
AL R T RAE T 225 RIB (3K 2).3X 5 45 miRNA
ZEIRUERE B QRT-PCR 45 51 5 ¥ 25 A — 3.5
%25 miRNA B ZREEMnE 2 P, Hri 3 %
MIiRNA v F Fiif& 2501 56k, 2 400 F 30k
B BTN 2 45 miRNA (ehv-miR1-5p F ehv-miR2-
3p)>k A Al — Rk 45 .

24 ZERRIE miRNA EEMTME GO &
£oMh

DA TRIHE R il e Sy 2E 00 )5 285 SR v ) 32,909 457

F= mRNA FE 7 I P 100 ) 25040 2 (NCBI 25k 5o
SRP189555)?1 26 4% miRNA 3515 T 26,380 /™41

F2 ZERRIE mRNA AR ZEREHNIHER qRT-PCR KJ-AACt 5 R
Table 2 DE miRNAs in terms of log, (fold change) from sRNA-seq and —AACt results from gRT-PCR

S 4 miRNA log, (fold change) —AACt

Exp_6h vs Con_6h ehx-miR1-5p -1.271** -1.44+0.31*
Exp_6h vs Con_6h ehx-miR2-5p 1.082* 2.15+0.68**
Exp_6h vs Con_6h ehx-miR3-3p 1.545%* 1.88+0.59**
Exp_45h vs Con_45h ehv-miR1-5p 8.4843, ** 24.24+1.12° **
Exp_45h vs Con_45h ehv-miR2-3p 11.607, ** 30.12+2.08°, **

* I8 P<0.05; **F/R P<0.01; *3E7R Con_45 h AR ¥ 45 5 b R AG I £ 32 {8, TPM {H L4 0.01 f{#r; ® 7R Con_45 h A qRT-PCR

L Ct HIA B K 50,
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v deas SEEEY $aga
: v “olddf eaeo .
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R U i s N e S
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B2 5%%#RERFKIE MRNA WETE_ZREW
Fig. 2 Precursor structures of five differentially expressed (DE) miRNAs
TERARIE T, 0@ KR T 578 (5p) I L miRNA, SR80 T 3 (3p) 19 AL miRNAS,

FEH 5 42 FRIEN mIRNA $E[H T 11,408 0L
P, o 3986 ANHEILP K AR T 25 Ak (TR Y B
WA 53 Bk 1246 F1 3043 4, 254K 303 3
), 25 RAMIMEN GO BELLEE /4 H 34
B 3): 43 72 (biological process) . ZH 14 5y
(cellular component) 143 L G&(molecular function).
Aok R b A B A E R 2 e A T R
(metabolic process), i i 5 il 3 1 % (response to
stimulus) . 15 53 % (signaling) 45 ; 4 Jid 25 43 v i
(membrane) . fE4H 4> (membrane part) L & 41 fifi (cell)
FEERERDE; HTUmeth, HE2MEER S ML
I 1 (catalytic activity) . %54 (binding) DL K iz 1 4
(transporter activity)AHC, IAMEELREE 5 5 206 P
(signal transducer activity) F1#7 % L 1% 1 (antioxidant
activity) . GO & 45 R K W] miRNA X5 fr i 4 Fh o))
(118 JES DR (N 5 s ) AP

WAL, ASBIE ST AR5 3 1 e PR AT A8 i) i
AT AR EIR, BRIRAEE BOF92 SR AY LA
MIRNA ] 8 A BIHH Ly BE Ay 5 3 A (B3R 7)),
43 9% 5 4K 72 2 1 (major capsid protein) . DNA
M H T (DNA topoisomerase) . %82 PN Y] i (endo-
nuclease) . #ZA% IR (ribonuclease) . BMEAZ L A J5
fift 25 [ (ribonucleoside-diphosphate reductase protein)
DNA K#if) RNA K458 11 75 (DNA-dependent
RNA polymerase Il largest subunit), DNA £ 5HAY
RNA AW 11 V.5 (DNA-directed RNA polymerase
11 subunit) LA K 22 22 i £ 11 i (serine protease) , HH?,
15 E Y i ehx-miR2-5p 1 ehx-miR3-3p #E [ 5
FAFEE AN NS5, #2778 ehx-miR2-5p
F1 ehx-miR3-3p A RELEfE 0 15 By 1o 72 v B
—EMEM . RKoehE B3R B L)
BT, RefEUhEEEE R, H A SRRt hifE &
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Fig. 3 GO enrichment analysis of DE miRNA target genes
R AL BRI R AR ZE 511 GO term, AALFRFIR B GO term N 1%, BT B iR AR miRNA BRI (5 268 it rp S

PR T 0 L (%) 5 AN T) 89 20 € 1o AN ) 99 2 385 P L

Hfih i) miIRNA ] 8 IE #0052 A 7 A R D
00 ) B, R R R R R, R
ehx-miR2-5p Fl ehx-miR3-3p ¥ | 8%k Al GE 216
(HTIR BE AW o H T2 s AL DU 5080 Hh A A )
Joa B I SRR, R DG T 32 miRNA W] 52 e 15
14 25 P FRAS SO A — 25 50T o

25 ZERRiE miRNA BBERER KEGG E&E4H

2253215 miIRNA FYHEEE ] KEGG W AEZ R I
K4, TEimaeide 0, AR B 3 I I3 )
9] 2 TR A W I 52 AH T4 1k (pentose and glucuronate
interconversions) fZ Bt tRNA 4 i (aminoacyl-tRNA
biosynthesis) Ak, B ELFEARACHHE R, R H
& 1% (glycerolipid metabolism) F1 i Ji 2 18 15 (fatty
acid metabolism) . H &R, 222 #7552 iR A
(glycine, serine and threonine metabolism) & 4
F, L E R AE A B RS 5 AR
o e T Y], AR 0 A A
ABC #iz H(ABC transporters) Fl1Z Bt tRNA & i,

(aminoacyl-tRNA biosynthesis), #4181 (sphingo-
lipid metabolism) ., ig Il BR [%:fi# (fatty degradation) A}
W 7 1B 542 (glycolysis/gluconeogenesis) 45 . 45 51
SR B LR ], 25 5 3R mIRNA B #IE R 3 fig
i 4 2w A FIRACH R, MR R
(9 B ARG e 2 AT BEAF AR SR e KP4

2.6 miRNA EEEREFEERNEEMNSE
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2.7 miRNA 328 E [ qRT-PCR IiE
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3 e
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T AR Ak A v A I R, DT R 4 A DA 5 3
5 2 7 i A Q) 245 e e o R Y A %0
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Supplementary Table 1  The basic information of mature miRNAs
e ik EE(FPKM) 4
miRNA ID miRNA 751 KB — %[ﬁ &
(") con_6h Exp_6h  Con 45h Exp 45h i
NW_005195085.1_38173-5p cgucggcgcaugugguuagag 21 24.23 20.52 17.56 12.32 Intergenic
NW_005195085.1_38180-3p cuagucguaguaaguguuuga 21 5.51 2.53 7.48 2.66 Intergenic
NW_005196191.1_35170-3p cagguguauuugugaggccaa 21 2.45 1.11 3.23 2.23 Intergenic
NW_005196603.1_34298-5p ccgacccgucccugagecu 19 206.33 71.57 145.54 86.69 intron
(ehx-miR1-5p)
NW_005196755.1_34052-3p cgaggagccgcecaccagageu 21 3.42 1.57 3.56 4.59 Intergenic
NW_005196755.1_34028-5p cgagaugguacugaagagauc 21 240.47 205..45 266.69 116.88 Intergenic
NW_005196755.1_34019-3p cuuguccgecgucgccucauga 21 1.45 2.46 1.78 2.56 Intergenic
NW_005197715.1_30571-5p gagguuggcgcgggcgage 19 2.47 4.76 7.58 3.45 Exon
NW_005198391.1_27186-5p cgacaccugcuggcuggcgcec 21 3.12 1.63 1.45 1.73 Exon
NW_005198966.1_24265-3p aacccucgcucggagecgege 21 3.32 1.86 1.73 1.43 Intergenic
NW_005198966.1_24265-5p uugguucugacgauuugu 18 88106.45 105030.78 101495.53 88208.43 Exon
NW_005199363.1_22042-5p cguucagggcgccgggceacg 20 5.45 1.78 3.51 1.81 Intergenic
NW_005199378.1_21978-3p gggcuaugcccgegegaguuc 21 1.12 0.79 1.96 1.13 Intergenic
NW_005199378.1_21978-5p guugacguggccgagugguuaag 23 3124.46  1430.13 1710.79 761.41 Intergenic
NW_005199975.1_17848-3p cagagccacccuccuggacgc 21 2.73 1.23 1.72 0.00 Intergenic
NW_005200282.1_15947-3p auguugucgccccaguccg 19 24.56 11.22 17.86 19.76 Exon
NW_005200461.1_14543-5p gccggceuacgecgeecgeeggge 22 3.45 1.37 2.56 1.39 Intergenic
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(") con_6h Exp_6h  Con_45h Exp_45h fiE
NW_005200496.1_14318-5p ucgccugucguccgacguucugucuccgge 30 25.64 52.78 14.67 7.35 Exon
(ehx-miR2-5p)
NW_005200517.1_13952-3p cggagaagcgucagacucggc 21 17.56 18.67 13.47 13.43 Intergenic
NW_005200535.1_13863-3p cagucguguguuuggcguccu 21 1.97 3.45 0.99 1.89 Intergenic
NW_005200600.1_13330-3p gcgagguuggcgegggegage 21 7.36 17.41 18.22 12.56 Intergenic
(ehx-miR3-3p)
NW_005200881.1_10661-3p cgaacuugucggcgeecgega 21 4.25 1.47 3.34 1.67 Exon
NW_005201234.1_6668-5p acuccauggccagggcecu 18 5.63 1.29 2.42 1.37 Intergenic
NW_005202428.1_1248-3p gccacggecgegecgecgeccgec 24 2.56 2.79 4.34 5.34 Exon
gi|73852470|ref[NC_007346.1] guucgauccucgccguggguu 21 0.01 0.01 0.01 61.35 Exon
_540-3p (ehv-miR1-3p)
0i[73852470|ref[INC_007346.1| cccucguagcucaguggauagagcuc 26 0.01 0.01 0.01 7.64 Exon

_540-5p (ehv-miR2-5p)

MR 2

AIfE miRNA B E# 5 5

Supplementary Table 2 The full sequences of pre-miRNAs

i & miRNR 1D KB (nt)  HIHE miRNA J35)
NW_005195085.1_38173 74 cgucggcgcaugugguuagagauacaucuagagauacuucugcauuuuucucuuuccgcacgcaccccgaauuc
NW_005195085.1_38180 60 agauguuacgauaacuagcacauuuagaucauucaugugcuagucguaguaaguguuuga
NW_005196191.1_35170 46 ggguuggggaaacaucugucaaaugcagguguauuugugaggccaa
NW_005196603.1_34298 70 ccgacccgucccugagcecucccuguaggucgaccgagacuggcugacaaagcgcguggucggegucggeg
NW_005196755.1_34019 52 aagaggaagggaugugcgagaaagcaaccugcuuguccgecgucgccucauga
NW_005196755.1_34028 72 cgagaugguacugaagagauccguuacgcaaaagcaugcgcgacuugcacucuuucgugecacucgeucgec
NW_005196755.1_34052 58 auaacgugugucgggcacucgggcugcuuguacggecucgaggagccgcecaccagagcu
NW_005197715.1_30571 47 gagguuggcgcgggcgagcuucgacaucuucucgcggcagcggucga
NW_005198391.1_27186 78 cgacaccugcuggeuggegecggcecgucgecucugecgegegegegaggeccacgucggegagguagecguugecgeg
NW_005198966.1_24265 53 uugguucugacgauuuguugcgcgegcegcaacaacccucgeucggagecgege
NW_005199363.1_22042 52 cguucagggcgccgggeacgccuuaggggggegugegecgugaugeucggge
NW_005199378.1_21978 65 guugacguggccgagugguuaaggcgagggacugcuaaucccuugggcuaugeccgegegaguuc
NW_005199975.1_17848 86 cuccggcgaggugaggaccucugcacuugugaggaccucugcuuccagcccacaucuuccaggugcagagccacccuc
cuggacgc
NW_005200282.1_15947 39 agcuggggcagcagcgcagcauguugucgccccaguccg
NW_005200461.1_14543 56 gccggeuacgecgecgecgggcecageccgecucgecgecucaugeguugecgecge
NW_005200496.1_14318 71 ucgccugucguccgacguucugucuccggcacauuacggugucgucgucguuccgcgagagecauccggac
NW_005200517.1_13952 57 gaggucaacauguuucucguagaacacggugacgugcggagaagcgucagacucggc
NW_005200535.1_13863 70 gggccgggggggeggegggcgeggggugeggggugeggugeggugegugeagucguguguuuggeguccu
NW_005200600.1_13330 65 gggccucggecggecggggeggegaggucgugagacagcacgcugegagguuggegegggegage
NW_005200881.1_10661 55 accucgcgcggcaggcggcagacgaagauguugccgaacuugucggegeccgega
NW_005201234.1_6668 56 acuccauggccagggccuaucgucuucaagaggagaagccuaccgccgaggaggac
NW_005202428.1_1248 53 cgcagcugcgegeggecgeggeuaccucggecacggecgegecgecgeccgee

qi|73852470|refINC_007346.1]_540 72

cccucguagcucaguggauagageucuugecuucuaagcaaguggucgegaguucgauccucgeeguggguu
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Supplementary Table 3 The results of 26 mature miRNAs mapping against the identified miRNAs

LbXF ] miRbase £ 2 H L AT miRNA (9455

Query ID Subject ID Identities Length Mis- Query Query Subject Subject E  Bit

(ASHFFEHSEE Y mIRNA) (HABE A miRNA) (%) (nt) match C®  start end  Stat end  value score
NW_005196603.1_34298-5p pal-miR-9987-3p 93.75 16 1 (0] 2 17 20 5) 25 196
NW_005196603.1_34298-5p hsa-miR-6743-5p 83.333 18 3 0 2 19 19 2 80 18
NW_005198966.1_24265-3p hsa-miR-3183 83.333 18 & 0] 4 21 2 19 89 18
NW_005199363.1_22042-5p aof-miR160a 83.333 18 3 0 1 18 18 1 84 18
NW_005199363.1_22042-5p vca-miR160-5p 83.333 18 & 0] 1 18 18 1 84 18
NW_005199363.1_22042-5p cpa-miR160d 83.333 18 3 0 1 18 18 1 84 18
NW_005199363.1_22042-5p mes-miR160f 83.333 18 & 0] 1 18 18 1 84 18
NW_005199363.1_22042-5p mes-miR160e 83.333 18 3 0 1 18 18 1 84 18
NW_005199363.1_22042-5p cme-miR160d 83.333 18 & 0] 1 18 18 1 84 18
NW_005199363.1_22042-5p bdi-miR160e-5p 83.333 18 3 0 1 18 18 1 84 18
NW_005199363.1_22042-5p tcc-miR160a 83.333 18 & 0] 1 18 18 1 84 18
NW_005199363.1_22042-5p ahy-miR160-5p 83.333 18 3 0 1 18 18 1 84 18
NW_005199363.1_22042-5p rco-miR160c 83.333 18 & 0] 1 18 18 1 84 18
NW_005199363.1_22042-5p sbi-miR160f 83.333 18 3 0 1 18 18 1 84 18
NW_005199363.1_22042-5p wi-miR160b 83.333 18 & 0] 1 18 18 1 84 18
NW_005199363.1_22042-5p vvi-miR160a 83.333 18 3 0 1 18 18 1 84 18
NW_005199363.1_22042-5p mtr-miR160c 83.333 18 & 0] 1 18 18 1 84 18
NW_005199363.1_22042-5p ptc-miR160f 83.333 18 3 0 1 18 18 1 84 18
NW_005199363.1_22042-5p ptc-miR160e-5p 83.333 18 & 0] 1 18 18 1 84 18
NW_005199363.1_22042-5p 0sa-miR160f-5p 83.333 18 3 0 1 18 18 1 84 18
NW_005199378.1_21978-5p cel-miR-8189-5p 88.889 18 2 0] 6 23 21 4 26 198
NW_005200461.1_14543-5p mdo-miR-12392-3p 88.235 17 2 0 6 22 23 7 52 18.8
NW_005200461.1_14543-5p bta-miR-11976 88.235 17 2 0] 2 18 17 1 52 18.8
NW_005200461.1_14543-5p bta-miR-11975 88.235 17 2 0 2 18 17 1 52 18.8
NW_005200461.1_14543-5p hsa-miR-3960 88.235 17 2 0] 2 18 17 1 52 188
NW_005200461.1_14543-5p mmu-miR-3960 88.235 17 2 0 2 18 17 1 52 18.8
NW_005200461.1_14543-5p ssc-miR-4332 100 13 0 0] 10 22 5 17 69 184
NW_005200535.1_13863-3p mle-miR-10a-3p 80 20 4 0 2 21 3 2 77 182
NW_005202428.1_1248-3p bta-miR-11976 85 20 & 0] 1 20 20 1 24  20.1
NW_005202428.1_1248-3p bta-miR-11975 85 20 3 0 1 20 20 1 24  20.1
NW_005202428.1_1248-3p hsa-miR-9899 88.235 17 2 0] 7 23 6 22 56 18.8
NW_005202428.1_1248-3p cja-miR-638 100 13 0 0 12 24 22 10 76 18.4
NW_005202428.1_1248-3p mmu-miR-5126 77.273 22 5 0] 2 23 22 1 76 184
NW_005202428.1_1248-3p mml-miR-638 100 13 0 0 12 24 23 11 76 18.4
NW_005202428.1_1248-3p mdo-miR-7346-3p 80 20 4 0] 5 24 20 1 87 182
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(ABF5EH S E R mIRNA) (HABEH miRNA) (%) (nt) match stat end Start end  value score
NW_005195085.1_38173-5p Vca_miR80 85.714 14 2 0] 19 4 17 17 156
NW._005195085.1_38173-5p Vca miR116 90.909 11 1 0 4 4 9 19 41 144
NW_005195085.1_38173-5p Thalassiosira 75 20 4 1 1 19 24 5 47 142
NW_005195085.1_38173-5p miR90_0453 78571 14 & 0] 3 16 6 19 63 137
NW_005195085.1_38173-5p miR90_0414 78571 14 3 0 & 16 5 18 63 137
NW._005195085.1_38173-5p miR90_0041 78571 14 3 0 3 6 2 15 63 137
NW_005195085.1_38173-5p miR90_0631 83.333 12 2 0] 2 13 7 18 73 135
NW_005195085.1_38173-5p miR90_0284 83.333 12 2 0 2 13 13 2 73 135
NW._005195085.1_38173-5p miR95_0193 83333 12 2 0 2 3 7 18 73 135
NW_005195085.1_38173-5p miR90_0169 91.667 12 0 1 1 12 11 1 85 133
NW_005195085.1_38173-5p miR95_0076 90 10 1 0 1 10 8 17 85 133
NW_005195085.1_38173-5p CCMP1516-miR8 90 10 1 0] 1 10 12 21 85 133
NW_005195085.1_38173-5p miR90_0835 100 8 0 0] 1 8 10 17 98 131
NW_005195085.1_38173-5p miR90_0689 100 8 0 0 1 8 12 5) 98 131
NW._005195085.1_38173-5p mIR90_0682 100 8 o o0 1 8 8 1 98 131
NW_005195085.1_38173-5p miR90_0351 100 8 0 0] 1 8 3 10 98 131
NW_005195085.1_38173-5p miR90_0271 100 8 0 0 1 8 2 9 98 131
NW._005195085.1_38173-5p mIR90_0220 100 8 o o0 1 8 4 11 98 131
NW_005195085.1_38180-3p ccr-miR5 85.714 14 2 0] 5 18 6 19 17 156
NW_005195085.1_38180-3p miR90_0317 84.615 13 2 0 5 17 13 25 35 146
NW_005195085.1_38180-3p miR90_0157 78.571 14 3 0 4 17 1 14 63 137
NW._005195085.1_38180-3p PPU-MiR21-5p 83333 12 2 0 1 iz 2 13 73 135
NW_005195085.1_38180-3p miR95_0487 68.421 19 6 0 2 20 19 1 85 133
NW._005195085.1_38180-3p Vca_ miR107* 68421 19 6 0 3 21 19 1 85 133
NW_005195085.1_38180-3p Vca_miR19 90 10 1 0] 2 11 1 10 85 133
NW_005195085.1_38180-3p SjapMIR84 90 10 1 0 7 16 4 13 85 133
NW._005195085.1_38180-3p miR90_0817 70588 17 5 0 4 20 17 1 98 131
NW_005195085.1_38180-3p miR95_0559 70.588 17 5 0] 2 18 18 2 98 131
NW_005196191.1_35170-3p miR90_0395 78571 14 3 0 7 20 18 5) 63 137
NW._005196191.1_35170-3p miR90_0538 100 8 o o0 3 10 18 11 98 131
NW_005196191.1_35170-3p miR90_0527 70.588 17 5 0] 2 18 23 7 98 131
NW_005196191.1_35170-3p miR90_0448 70.588 17 5 0 2 18 & 19 98 131
NW._005196191.1_35170-3p miR90_0421 100 8 o o0 6 3 1 8 98 131
NW_005196191.1_35170-3p miR95 0114 70.588 17 5 0] 2 18 20 4 98 131
NW_005196603.1_34298-5p miR90_0660 87.5 16 2 0 & 18 4 19 36 177
NW._005196603.1_34298-5p miR95_0377 100 10 o o0 2 11 14 s 21 152
NW_005196603.1_34298-5p miR95_0344 100 10 0 0] 2 11 14 5) 21 152
NW_005196603.1_34298-5p miR95_0338 100 10 0o o0 2 11 1 2 21 152
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NW_005196603.1_34298-5p miR95_0320 100 10 0o 0 2 11 10 1 21 152
NW_005196603.1_34298-5p miR90_0701 76471 17 4 0 2 18 17 1 24 15
NW_005196603.1_34298-5p Vca_miR13* 76.471 17 4 0] 2 18 18 2 24 15
NW_005196603.1_34298-5p SjapMIR5 80 15 3 0 5 19 19 5) 28 148
NW._005196603.1_34298-5p miR90_0905 90909 11 1 0 7 71 11 37 144
NW_005196603.1_34298-5p PPU-MIR35-5p 100 9 0 0o 11 19 16 8 43 142
NW_005196603.1_34298-5p miR90_0203 75 16 4 0 & 18 4 19 50 139
NW_005196603.1_34298-5p Vca_miR38 77778 18 3 1 1 7 19 2 50 139
NW_005196603.1_34298-5p miR90_0679 78571 14 & 0] 6 19 2 15 57  13.7
NW_005196603.1_34298-5p miR90_0274 78.571 14 3 0 1 14 2 15 57 137
NW_005196603.1_34298-5p miR90_0185 78571 14 3 0 6 9 16 3 57 137
NW_005196603.1_34298-5p SjapMIR6 78.571 14 & 0] 6 19 2 15 57 13.7
NW_005196603.1_34298-5p PPU-MIR7-5p 83333 12 2 0 6 17 18 7 66 135
NW_005196603.1_34298-5p miR95_0036 83.333 12 2 0] 3 14 7 18 66 135
NW_005196603.1_34298-5p miR90_0147 90 10 1 0] 6 15 10 19 77 133
NW_005196603.1_34298-5p Vca_miR67 90 10 1 0 6 15 10 1 77 133
NW_005196603.1_34298-5p ccr-miR9 68.421 19 6 0 1 19 20 2 77 133
NW_005196603.1_34298-5p SjapMIR26_2 90 10 1 0] 7 16 15 6 77 133
NW_005196603.1_34298-5p SjapMIR26_1 90 10 1 0 7 6 15 6 77 133
NW_005196603.1_34298-5p miR90_0579 100 8 0o 0 4 11 8 1 89 131
NW_005196603.1_34298-5p miR95_0515 100 8 0 0] 10 17 9 2 89 131
NW_005196755.1_34052-3p miR95_0442 82.353 17 3 0 4 20 3 19 71 169
NW._005196755.1_34052-3p miR90_0873 92308 13 1 0 4 6 14 2 95 165
NW_005196755.1_34052-3p miR90_0824 92308 13 1 0] 4 16 20 8 95 165
NW_005196755.1_34052-3p miR90_0824 90 10 1 0 7 16 14 5) 85 133
NW._005196755.1_34052-3p miR90_0764 92308 13 1 0 4 6 19 7 95 165
NW_005196755.1_34052-3p miR90_0764 90 10 1 0] 7 16 13 4 85 133
NW_005196755.1_34052-3p miR90_0529 100 10 0 0 7 16 11 2 23 152
NW._005196755.1_34052-3p miR95_0450 80 15 3 0 6 20 18 4 31 148
NW_005196755.1_34052-3p Vca_miR44c 80 15 & 0] 7 21 5 19 31 148
NW_005196755.1_34052-3p Vca_miR44b 80 15 3 0 7 21 5 19 31 148
NW_005196755.1_34052-3p Vca_miR44a 80 15 3 0 7 21 5 19 31 148
NW_005196755.1_34052-3p miR90_0922 84.615 13 2 0] 1 13 18 6 35 146
NW_005196755.1_34052-3p miR90_0898 84.615 13 2 0 7 19 14 2 35 146
NW_005196755.1_34052-3p miR90_0897 84615 13 2 0 3 15 17 5 35 146
NW_005196755.1_34052-3p miR90_0866 84.615 13 2 0] 1 13 21 9 35 146
NW_005196755.1_34052-3p miR90_0771 84.615 13 2 0 & 15 16 4 35 146
NW_005196755.1_34052-3p miR90_0722 84615 13 2 0 9 21 17 5 35 146
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NW_005196755.1_34052-3p miR95_0441 84.615 13 2 0] 8 20 25 13 35 146
NW_005196755.1_34052-3p miR95_0439 84.615 13 2 0 & 15 4 16 35 146
NW_005196755.1_34052-3p miR90_0840 90.909 11 1 0 1 11 11 1 41 144
NW_005196755.1_34052-3p miR90_0520 90.909 11 1 0] 5 15 17 7 41 144
NW_005196755.1_34052-3p miR90_0515 100 9 0 0 8 16 10 2 47 142
NW_005196755.1_34052-3p Vca miR30-5p* 72222 18 5 0 4 21 20 3 47 142
NW_005196755.1_34052-3p miR90_0460 78571 14 & 0] 7 20 2 15 63 137
NW_005196755.1_34052-3p miR95_0509 78571 14 3 0 6 19 1 14 63 137
NW_005196755.1_34052-3p miR95_0508 78571 14 3 0 6 19 8 21 63 137
NW_005196755.1_34052-3p Vca_miR16 78.571 14 & 0] 8 21 9 22 63 137
NW_005196755.1_34052-3p miR90_0646 83.333 12 2 0 4 15 12 1 73 135
NW._005196755.1_34052-3p Vca_miR98b 83333 12 2 0 6 7 17 6 73 135
NW_005196755.1_34052-3p Vca_miR98a 83.333 12 2 0] 6 17 17 6 73 135
NW_005196755.1_34052-3p miR90_0862 90 10 1 0 1 10 10 1 85 133
NW._005196755.1_34052-3p MIR90_0422 90 10 1 0 8 17 8 17 8 133
NW_005196755.1_34052-3p miR95_0300 90 10 1 0] 7 16 5 14 85 133
NW_005196755.1_34052-3p miR95_0254 90 10 1 0 7 16 1 10 85 133
NW._005196755.1_34052-3p miR95_0185 90 10 1 0 7 6 9 18 8 133
NW_005196755.1_34052-3p miR95_0164 90 10 1 0] 3 12 1 10 85 133
NW_005196755.1_34052-3p miR95_0044 90 10 1 0 7 16 & 12 85 133
NW_005196755.1_34052-3p ppu-miR7-5p 100 8 0 0 11 18 8 1 98 131
NW_005196755.1_34052-3p miR90_0900 100 8 0 0] 7 14 3 10 98 131
NW_005196755.1_34052-3p miR90_0891 100 8 0 0 7 14 & 10 98 131
NW._005196755.1_34052-3p miR90_0876 100 8 o o0 1 8 12 19 98 131
NW_005196755.1_34052-3p miR90_0743 100 8 0 0] 1 8 11 18 98 131
NW_005196755.1_34052-3p miR90_0624 100 8 0 0 8 15 9 2 98 131
NW._005196755.1_34052-3p mIR90_0535 100 8 o o0 8 5 8 1 98 131
NW_005196755.1_34052-3p miR90_0493 100 8 0 0] 7 14 8 1 98 131
NW_005196755.1_34052-3p miR90_0229 70.588 17 5 0 4 20 21 5) 98 131
NW._005196755.1_34052-3p miR90_0172 100 8 o o0 7 “ 12 s 98 131
NW_005196755.1_34052-3p miR90_0165 100 8 0 0] 7 14 12 5) 98 131
NW_005196755.1_34052-3p miR90_0108 100 8 0 0 7 14 12 5) 98 131
NW._005196755.1_34052-3p miR90_0013 100 8 o o0 7 4 10 17 98 131
NW_005196755.1_34052-3p miR95_0416 100 8 0 0] 2 9 7 14 98 131
NW_005196755.1_34052-3p miR95_0381 100 8 0 0 8 15 11 18 98 131
NW._005196755.1_34052-3p miR95_0289 100 8 o o0 7 “ 12 s 98 131
NW_005196755.1_34052-3p miR95_0288 100 8 0 0] 7 14 12 5) 98 131
NW_005196755.1_34052-3p miR95_0275 100 8 0 0 8 15 8 1 98 131
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NW_005196755.1_34052-3p miR95_0274 100 8 0 0 8 15 11 18 98 131
NW._005196755.1_34052-3p miR95_0260 100 8 0o 0 8 15 5 12 9 131
NW_005196755.1_34052-3p miR95_0248 100 8 0 0] 7 14 9 16 98 131
NW_005196755.1_34052-3p miR95_0175 100 8 0 0 8 15 10 17 98 131
NW_005196755.1_34052-3p miR95_0158 100 8 o o 7 14 7 14 98 131
NW_005196755.1_34052-3p miR95_0102 100 8 0 0] 7 14 1 8 98 131
NW_005196755.1_34052-3p miR95_0090 100 8 0 0 7 14 8 1 98 131
NW._005196755.1_34052-3p miR95_0088 100 8 0o 0 7 4 8 1 98 131
NW_005196755.1_34052-3p Porphyra 100 8 0 0] 6 13 8 1 98 131
NW_005196755.1_34052-3p SjapMIR103 100 8 0 0 8 15 16 9 98 131
NW_005196755.1_34028-5p miR95_0404 88.235 17 0o 2 1 17 5 19 35 146
NW_005196755.1_34028-5p miR90_0665 90.909 11 1 0] 2 12 7 17 41 144
NW_005196755.1_34028-5p miR90_0317 90.909 11 1 0 4 14 11 21 41 144
NW_005196755.1_34028-5p Vca_miR84 90.909 11 1 0] 4 14 14 4 41 144
NW_005196755.1_34028-5p Vca_miR58-5p.1 75 16 4 0] 4 19 8 23 55 139
NW_005196755.1_34028-5p Vca_miR19 83.333 12 2 0 6 17 4 15 73 135
NW_005196755.1_34028-5p ppU-MiR14-3p 90 10 1 0 12 21 12 21 8 133
NW_005196755.1_34028-5p miR90_0837 90 10 1 0] 2 11 5 14 85 133
NW_005196755.1_34028-5p miR90_0676 90 10 1 0 10 19 8 17 85 133
NW._005196755.1_34028-5p miR90_0661 90 10 1 0 2 11 5 4 8 133
NW_005196755.1_34028-5p miR90_0637 90 10 1 0] 2 11 11 2 85 133
NW_005196755.1_34028-5p miR90_0634 90 10 1 0 2 11 18 9 85 133
NW_005196755.1_34028-5p miR90_0633 90 10 1 0 2 1 1 2 85 133
NW_005196755.1_34028-5p miR90_0586 90 10 1 0] 2 11 14 5) 85 133
NW_005196755.1_34028-5p miR90_0578 90 10 1 0 2 11 & 12 85 133
NW_005196755.1_34028-5p miR90_0569 90 10 1 0 4 3 18 9 85 133
NW_005196755.1_34028-5p miR90_0555 90 10 1 0] 2 11 20 11 85 133
NW_005196755.1_34028-5p miR90_0537 90 10 1 0 2 11 8 17 85 133
NW_005196755.1_34028-5p MIR90_0447 90 10 1 0 2 G 2 11 8 133
NW_005196755.1_34028-5p miR90_0446 90 10 1 0] 2 11 2 11 85 133
NW_005196755.1_34028-5p miR90_0413 90 10 1 0 2 11 14 5) 85 133
NW._005196755.1_34028-5p miR90_0380 90 10 1 0 2 11 10 19 8 133
NW_005196755.1_34028-5p miR90_0357 90 10 1 0] 2 11 11 2 85 133
NW_005196755.1_34028-5p miR90_0347 90 10 1 0 2 11 5 14 85 133
NW._005196755.1_34028-5p miR90_0346 90 10 1 0 2 11 15 6 85 133
NW_005196755.1_34028-5p miR90_0345 90 10 1 0] 2 11 4 13 85 133
NW_005196755.1_34028-5p miR90_0343 90 10 1 0 2 11 13 4 85 133
NW._005196755.1_34028-5p miR90_0318 90 10 1 0 2 11 13 4 85 133
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NW_005196755.1_34028-5p miR90_0295 90 10 1 0] 2 11 14 5) 85 133
NW_005196755.1_34028-5p miR90_0291 90 10 1 0 2 11 16 7 85 133
NW._005196755.1_34028-5p miR90_0290 90 10 1 0 2 11 18 9 85 133
NW_005196755.1_34028-5p miR90_0289 90 10 1 0] 2 11 16 7 85 133
NW_005196755.1_34028-5p miR90_0288 90 10 1 0 2 11 16 7 85 133
NW._005196755.1_34028-5p miR90_0287 90 10 1 0 2 11 15 6 85 133
NW_005196755.1_34028-5p miR90_0280 90 10 1 0] 2 11 1 10 85 133
NW_005196755.1_34028-5p miR90_0234 90 10 1 0 2 11 4 13 85 133
NW_005196755.1_34028-5p miR90_0131 90 10 1 0 2 11 14 5 85 133
NW_005196755.1_34028-5p miR90_0128 90 10 1 0] 2 11 21 12 85 133
NW_005196755.1_34028-5p miR90_0127 90 10 1 0 2 11 25 16 85 133
NW_005196755.1_34028-5p miR90_0124 90 10 1 0 2 11 14 5 85 133
NW_005196755.1_34028-5p miR90_0123 90 10 1 0] 2 11 10 1 85 133
NW_005196755.1_34028-5p miR90_0122 90 10 1 0 2 11 14 5) 85 133
NW._005196755.1_34028-5p miR90_0121 90 10 1 0 2 11 18 9 85 133
NW_005196755.1_34028-5p miR90_0120 90 10 1 0] 2 11 20 11 85 133
NW_005196755.1_34028-5p miR90_0111 90 10 1 0 2 11 ili5 6 85 133
NW._005196755.1_34028-5p miR90_0093 90 10 1 0 2 11 18 9 85 133
NW_005196755.1_34028-5p miR90_0092 90 10 1 0] 2 11 19 10 85 133
NW_005196755.1_34028-5p miR90_0078 90 10 1 0 2 11 4 13 85 133
NW._005196755.1_34028-5p miR90_0063 90 10 1 0 2 11 9 18 8 133
NW_005196755.1_34028-5p miR90_0062 90 10 1 0] 2 11 5 14 85 133
NW_005196755.1_34028-5p miR90_0061 90 10 1 0 2 11 4 13 85 133
NW._005196755.1_34028-5p miR90_0060 90 10 1 0 2 11 3 12 8 133
NW_005196755.1_34028-5p miR90_0040 90 10 1 0] 2 11 9 18 85 133
NW_005196755.1_34028-5p miR90_0021 90 10 1 0 2 11 ili5 6 85 133
NW_005196755.1_34028-5p miR95_0565 90 10 1 0 2 1 15 6 85 133
NW_005196755.1_34028-5p miR95_0565 100 8 0 0] 13 20 18 11 98 131
NW_005196755.1_34028-5p miR95_0564 90 10 1 0 2 11 20 11 85 133
NW._005196755.1_34028-5p miR95_0564 100 8 0O o0 13 20 23 16 98 131
NW_005196755.1_34028-5p miR95_0443 90 10 1 0] 2 11 11 20 85 133
NW_005196755.1_34028-5p miR95_0305 90 10 1 0 2 11 11 2 85 133
NW._005196755.1_34028-5p miR95_0305 100 8 0 0 138 2 14 7 98 131
NW_005196755.1_34028-5p miR95_0298 90 10 1 0] 2 11 11 20 85 133
NW_005196755.1_34028-5p miR95_0259 90 10 1 0 2 11 12 3 85 133
NW_005196755.1_34028-5p miR95_0053 90 10 1 0 2 11 14 5 85 133
NW_005196755.1_34028-5p miR95_0052 90 10 1 0] 2 11 13 4 85 133
NW_005196755.1_34028-5p miR95_0051 90 10 1 0 2 11 16 7 85 133
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NW_005196755.1_34028-5p miR95_0050 90 10 1 0 2 11 12 3 85 133
NW_005196755.1_34028-5p miR95_0049 90 10 1 0 2 11 19 10 8 133
NW_005196755.1_34028-5p miR95_0026 90 10 1 0] 2 11 10 19 85 133
NW_005196755.1_34028-5p miR95_0010 90 10 1 0 2 11 11 2 85 133
NW_005196755.1_34028-5p Vca miR35-3p*  91.667 12 0 1 10 20 22 11 8 133
NW_005196755.1_34028-5p Porphyra 90 10 1 0] 1 10 10 1 85 133
NW_005196755.1_34028-5p miR95_0524 100 8 0 0 4 11 ili5 8 98 131
NW_005196755.1_34028-5p miR95_0500 100 8 o 0 13 20 12 5 98 131
NW_005196755.1_34028-5p miR95_0480 100 8 0 0] 1 8 8 1 98 131
NW_005196755.1_34028-5p miR95_0445 100 8 0 0 13 20 12 5) 98 131
NW_005196755.1_34028-5p SjapMIR20 100 8 O 0 6 3 1 8 98 131
NW_005196755.1_34019-3p PPU-MIR32-5p 80 20 3 1 2 21 19 1 13 161
NW_005196755.1_34019-3p miR90_0172 76.19 21 4 1 1 21 21 2 23 152
NW_005196755.1_34019-3p miR90_0493 76.471 17 4 0] 1 17 17 1 26 15
NW_005196755.1_34019-3p miR95_0289 76.471 17 4 0] 1 17 21 5) 26 15
NW_005196755.1_34019-3p miR95_0090 76.471 17 4 0 1 17 17 1 26 15
NW_005196755.1_34019-3p miR95_0088 76.471 17 4 0 1 17 17 1 26 15
NW_005196755.1_34019-3p miR95_0468 80 15 & 0] 1 15 16 2 31 148
NW_005196755.1_34019-3p SjapMIR60 90909 11 1 0 5 15 13 3 41 144
NW_005196755.1_34019-3p miR90_0907 75 16 4 0 2 17 2 17 55 139
NW_005196755.1_34019-3p CCMP1516-miR8  77.778 18 & 1 3 20 21 5) 55 139
NW_005196755.1_34019-3p miR90_0839 78571 14 3 0 4 17 1 14 63 137
NW_005196755.1_34019-3p miR90_0765 78.571 14 3 0 4 17 2 15 63 137
NW_005196755.1_34019-3p miR90_0211 78.571 14 & 0] 2 15 16 3 63 137
NW_005196755.1_34019-3p PPU-MIR15-5p 83333 12 2 0 1 12 6 17 73 135
NW_005196755.1_34019-3p miR95_0415 83333 12 2 0 6 17 1 12 73 135
NW_005196755.1_34019-3p miR95_0394 85.714 14 1 1 9 21 17 4 73 135
NW_005196755.1_34019-3p miR95_0194 83.333 12 2 0 6 17 & 14 73 135
NW_005196755.1_34019-3p miR95 0179 83.333 12 2 0 9 20 21 10 73 135
NW_005196755.1_34019-3p miR95_0032 83.333 12 2 0] 1 12 13 2 73 135
NW_005196755.1_34019-3p SjapMIR39 83333 12 2 0 7 18 10 21 73 135
NW._005196755.1_34019-3p miR90_0804 90 10 1 0 1 10 15 24 85 133
NW_005196755.1_34019-3p miR90_0691 90 10 1 0] 1 10 15 24 85 133
NW_005196755.1_34019-3p miR90_0658 90 10 1 0 12 21 ili5 6 85 133
NW._005196755.1_34019-3p miR90_0658 100 8 0 0 14 21 4 11 98 131
NW_005196755.1_34019-3p miR90_0457 90 10 1 0] 6 15 6 15 85 133
NW_005196755.1_34019-3p miR90_0278 90 10 1 0 7 16 6 15 85 133
NW._005196755.1_34019-3p miR95_0325 90 10 1 0 8 7 17 8 85 133
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NW_005196755.1_34019-3p miR95_0269 90 10 1 0] 8 17 18 9 85 133
NW_005196755.1_34019-3p miR90_0424 100 8 0 0 14 21 1 8 98 131
NW_005196755.1_34019-3p miR95_0444 100 8 0 0 6 13 1 4 98 131
NW_005196755.1_34019-3p Botryococcus 70.588 17 5 0 1 17 17 1 98 131
NW_005197715.1_30571-5p miR90_0709 91.667 12 1 0 8 19 18 7 18 154
NW_005197715.1_30571-5p miR90_0495 100 10 0 0 1 10 18 9 21 152
NW_005197715.1_30571-5p Vca_miR60 73.684 19 5 0] 1 19 3 21 21 152
NW_005197715.1_30571-5p miR90_0876 80 15 3 0 4 18 1 15 28 148
NW_005197715.1_30571-5p Vca_miR82 80 15 3 0 4 18 2 16 28 148
NW_005197715.1_30571-5p miR90_0690 84.615 13 2 0] 7 19 2 14 32 146
NW._005197715.1_30571-5p mIR90_0653 84615 13 2 0 7 19 1 13 32 146
NW_005197715.1_30571-5p miR90_0211 84.615 13 2 0] 5 17 1 13 32 146
NW_005197715.1_30571-5p Vca_miR77 84.615 13 2 0] 7 19 15 3 32 146
NW_005197715.1_30571-5p miR90_0487 90.909 11 1 0 9 19 19 9 37 144
NW_005197715.1_30571-5p ppu-miR9-3p 100 9 0 0 2 10 3 11 43 142
NW_005197715.1_30571-5p miR90_0862 100 9 0 0] 10 18 15 7 43 142
NW_005197715.1_30571-5p miR90_0840 100 9 0 0 10 18 16 8 43 142
NW_005197715.1_30571-5p miR90_0743 100 9 0 0 10 18 6 14 43 142
NW_005197715.1_30571-5p Porphyra 72.222 18 5 0] 1 18 3 20 43 142
NW_005197715.1_30571-5p miR90_0400 75 16 4 0 1 6 16 1 50 139
NW_005197715.1_30571-5p miR90_0016 75 16 4 0 1 6 17 2 50 13.9
NW_005197715.1_30571-5p miR95_0258 77.778 18 & 1 1 18 19 3 50 139
NW_005197715.1_30571-5p Vca_miR13* 75 16 4 0 4 19 6 21 50 139
NW_005197715.1_30571-5p miR90_0759 78.571 14 3 0] 4 17 3 16 57 137
NW_005197715.1_30571-5p SjapMIR60 78.571 14 & 0] 6 19 2 15 57  13.7
NW_005197715.1_30571-5p SjapMIR70 83333 12 2 0 3 4 2 13 66 135
NW_005197715.1_30571-5p miR90_0809 90 10 1 0 7 6 12 3 77 133
NW_005197715.1_30571-5p miR90_0769 90 10 1 0] 7 16 11 2 77 133
NW._005197715.1_30571-5p miR90_0754 90 10 1 0 7 6 9 18 77 133
NW_005197715.1_30571-5p miR95 0143 90 10 1 0 1 10 8 17 77 133
NW_005197715.1_30571-5p SjapMIR102 90 10 1 0] 1 10 18 9 77 133
NW_005197715.1_30571-5p ppu-miR4-5p 100 8 0 0 12 19 11 18 89 131
NW._005197715.1_30571-5p miR90_0866 100 8 0O o0 11 18 25 18 89 131
NW_005197715.1_30571-5p miR90_0706 100 8 0 0] 12 19 18 11 89 131
NW_005197715.1_30571-5p miR90_0610 70.588 17 5 0 & 19 1 17 89 131
NW._005197715.1_30571-5p MIR90_0560 100 8 o o0 1 8 13 6 89 131
NW_005197715.1_30571-5p miR90_0314 100 8 0 0] 1 8 14 7 89 131
NW_005197715.1_30571-5p miR90_0217 100 8 0 0 1 8 17 24 89 131
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NW_005197715.1_30571-5p miR95_0499 70.588 17 5 0 1 17 2 18 89 131
NW_005197715.1_30571-5p miR95_0488 70.588 17 5 0 1 17 1 17 89 131
NW_005197715.1_30571-5p miR95_0401 70.588 17 5 0] 1 17 18 2 89 131
NW_005198391.1_27186-5p miR90_0599 73.684 19 5 0 2 20 25 7 23 152
NW_005198391.1 27186-5p miR90_0404 73.684 19 5 0] 2 20 3 21 23 152
NW_005198391.1_27186-5p miR95_0479 100 10 0 0] 12 21 19 10 23 152
NW_005198391.1_27186-5p miR95_0433 100 10 0 0 12 21 18 9 23 152
NW_005198391.1 27186-5p miR95_ 0337 73.684 19 5 0] 2 20 22 4 23 152
NW_005198391.1_27186-5p miR95_0199 73.684 19 5 0] 2 20 6 24 23 152
NW._005198391.1_27186-5p miR95_0197 73684 19 5 0 2 20 7 25 23 152
NW_005198391.1 27186-5p miR95_0082 73.684 19 5 0] 2 20 19 1 23 152
NW_005198391.1_27186-5p miR95_0023 73.684 19 5 0] 2 20 25 7 23 152
NW_005198391.1_27186-5p miR95_0019 73.684 19 5 0 2 20 19 1 23 152
NW_005198391.1_27186-5p SjapMIR71 76471 17 4 0 4 20 20 4 26 15
NW_005198391.1_27186-5p Vca_miR112 86.667 15 1 1 5 18 16 2 35 146
NW_005198391.1_27186-5p miR90_0778 90.909 11 1 0 3 13 2 12 41 144
NW_005198391.1_27186-5p Vca_miR1d 90.909 11 1 0 3 G @ 13 4 144
NW_005198391.1_27186-5p Vca_miR1c 90.909 11 1 0] 3 13 3 13 41 144
NW._005198391.1_27186-5p Vca_miR1b 90.909 11 1 0 3 13 3 13 41 144
NW_005198391.1_27186-5p Vca_miRla 90.909 11 1 0 3 G @ 13 4 144
NW_005198391.1_27186-5p miR95_0563 100 9 0 0] 12 20 3 11 47 142
NW._005198391.1_27186-5p MIR95_0522 100 9 0o 0 12 20 1 9 47 142
NW_005198391.1_27186-5p miR95_0481 72222 18 5 0 4 21 1 18 47 142
NW_005198391.1_27186-5p miR95_0335 72222 18 5 0] 3 20 1 18 47 142
NW_005198391.1_27186-5p miR90_0616 75 16 4 0 1 16 2 17 55 139
NW_005198391.1_27186-5p miR95_0537 75 16 4 0 2 17 16 1 55 139
NW_005198391.1_27186-5p miR90_0800 78571 14 & 0] 2 15 4 17 63 137
NW_005198391.1_27186-5p miR90_0753 81.25 16 2 1 4 19 18 4 63 137
NW_005198391.1_27186-5p miR90_0285 78571 14 3 0 2 15 2 15 63 137
NW_005198391.1_27186-5p miR95_0486 78.571 14 & 0] 8 21 1 14 63 137
NW_005198391.1_27186-5p miR95_0263 78.571 14 3 0 1 14 & 16 63 137
NW_005198391.1_27186-5p miR95_0116 78571 14 3 0 1 14 2 8 63 137
NW_005198391.1_27186-5p miR95_0059 78.571 14 & 0] 1 14 20 7 63 137
NW._005198391.1_27186-5p Porphyra 78571 14 3 0 8 21 1 14 63 137
NW_005198391.1_27186-5p PPU-MiR8-5p 83333 12 2 0 10 21 9 20 73 135
NW_005198391.1_27186-5p miR90_0913 83.333 12 2 0] 6 17 2 13 73 135
NW_005198391.1_27186-5p miR90_0730 83.333 12 2 0 7 18 14 3 73 135
NW_005198391.1 27186-5p miR90_0680 83.333 12 2 0 2 13 7 18 73 135
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NW_005198391.1_27186-5p miR90_0400 85.714 14 1 1 7 20 18 6 73 135
NW_005198391.1_27186-5p miR90_0258 83.333 12 2 0 6 17 16 5) 73 135
NW._005198391.1_27186-5p mIR95_0247 83333 12 2 0 3 “ 1 12 73 135
NW_005198391.1_27186-5p CCMP1516-miR5  85.714 14 1 1 7 19 1 14 73 135
NW_005198391.1_27186-5p miR90_0615 90 10 1 0 7 16 1 10 85 133
NW_005198391.1 27186-5p miR90_0548 91667 12 0 1 5 6 11 1 85 133
NW_005198391.1_27186-5p Vca_miR98b* 90 10 1 0] 10 19 14 5) 85 133
NW_005198391.1_27186-5p Vca_miR98a* 90 10 1 0 10 19 14 5) 85 133
NW._005198391.1_27186-5p SjapMIR39 90 10 1 0 1 0 1 7 85 133
NW_005198391.1_27186-5p miR90_0708 100 8 0 0] 10 17 10 17 98 131
NW_005198391.1_27186-5p miR90_0016 100 8 0 0 13 20 14 7 98 131
NW._005198391.1_27186-5p miR95_0485 100 8 o o0 14 21 1 8 98 131
NW_005198391.1_27186-5p PC-5p-179621_3 70.588 17 5 0] 2 18 4 20 98 131
NW_005198391.1_27186-5p SjapMIR88 100 8 0 0 8 15 5 12 98 131
NW._005198966.1_24265-3p mIR95_0490 85.714 14 2 0 3 6 3 16 17 156
NW_005198966.1_24265-3p miR90_0306 76.471 17 4 0] 3 19 25 9 26 15

NW_005198966.1_24265-3p miR90_0223 84.615 13 2 0 7 19 17 5) 35 146
NW._005198966.1_24265-3p miR95_0063 84615 13 2 0 4 6 7 19 35 146
NW_005198966.1_24265-3p miR90_0916 90.909 11 1 0] 4 14 12 2 41 144
NW._005198966.1_24265-3p miR90_0188 70 20 6 0 2 21 22 3 41 144
NW._005198966.1_24265-3p mIR90_0640 100 9 0 0 9 17 24 16 47 142
NW_005198966.1_24265-3p miR90_0298 100 9 0 0] 9 17 22 14 47 142
NW_005198966.1_24265-3p miR95_0303 72.222 18 5 0 1 18 18 1 47 142
NW._005198966.1_24265-3p miR95_0172 72222 18 5 0 1 18 18 1 47 142
NW_005198966.1_24265-3p miR95_0117 75 16 4 0] 4 19 2 17 55 139
NW_005198966.1_24265-3p Porphyra 75 16 4 0 5 20 20 5) 55 139
NW_005198966.1 24265-3p miR90_0017 78571 14 3 0 5 18 14 1 63 137
NW_005198966.1_24265-3p Vca_miR77 78.571 14 & 0] 5 18 4 17 63 137
NW_005198966.1_24265-3p miR95_0292 83333 12 2 0 7 18 12 1 73 135
NW_005198966.1_24265-3p CCMP1516-miR9  83.333 12 2 0 3 14 5 16 73 135
NW_005198966.1_24265-3p miR90_0477 90 10 1 0] 9 18 17 8 85 133
NW_005198966.1_24265-3p miR90_0439 68.421 19 6 0 & 21 24 6 85 133
NW_005198966.1_24265-3p miR90_0186 71429 21 5 1 1 21 3 22 85 133
NW_005198966.1_24265-3p miR90_0182 90 10 1 0] 11 20 2 11 85 133
NW_005198966.1_24265-3p miR95_0165 68.421 19 6 0 & 21 19 1 85 133
NW._005198966.1_24265-3p Vca_miR64 90 10 1 0 12 21 12 21 8 133
NW_005198966.1_24265-3p SjapMIR10 90 10 1 0] 12 21 9 18 85 133
NW_005198966.1_24265-3p miR90_0013 70.588 17 5 0 4 20 2 18 98 131
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NW_005198966.1_24265-3p miR95_0359 70.588 17 5 0 4 20 2 18 98 131
NW_005198966.1_24265-3p miR95_ 0326 70.588 17 5 0 4 20 2 18 98 131
NW_005198966.1_24265-3p SjapMIR16 70.588 17 5 0] 3 19 17 1 98 131
NW_005198966.1_24265-5p SjapMIR63_2 84615 13 2 0 2 14 4 16 30 146
NW._005198966.1_24265-5p SjapMIR63_1 84615 13 2 0 2 4 4 16 30 146
NW_005198966.1_24265-5p miR95_0357 90.909 11 1 0] 1 11 14 4 35 144
NW_005198966.1_24265-5p miR95_0012 90.909 11 1 0 8 18 25 15 35 144
NW_005198966.1_24265-5p Vca_miR53b 90.909 11 1 0 2 iz 11 35 144
NW_005198966.1_24265-5p Vca_miR53a 90.909 11 1 0] 2 12 1 11 35 144
NW_005198966.1_24265-5p miR95_0462 75 6 4 0 1 16 19 4 47 139
NW_005198966.1_24265-5p miR90_0669 78571 14 3 0 2 15 14 1 54 137
NW_005198966.1_24265-5p miR90_0445 78.571 14 & 0] 3 16 10 23 54 137
NW_005198966.1_24265-5p miR90_0226 78.571 14 3 0 3 16 14 1 54 137
NW_005198966.1_24265-5p miR95_0136 78571 14 3 0 3 6 15 2 54 137
NW_005198966.1_24265-5p Vca_miR94b 78.571 14 & 0] 4 17 2 15 54 137
NW._005198966.1_24265-5p Vca_miR94a 78571 14 3 0 4 17 2 15 54 137
NW_005198966.1_24265-5p miR90_0577 83.333 12 2 0 1 12 19 8 63 135
NW_005198966.1_24265-5p miR90_0360 83.333 12 2 0] 1 12 7 18 63 135
NW_005198966.1_24265-5p miR90_0160 83.333 12 2 0 1 12 6 17 63 135
NW_005198966.1_24265-5p miR90_0058 83.333 12 2 0 1 12 19 8 63 135
NW_005198966.1_24265-5p miR90_0057 83.333 12 2 0] 1 12 13 2 63 135
NW_005198966.1_24265-5p miR90_0056 83.333 12 2 0 1 12 17 6 63 135
NW_005198966.1_24265-5p miR95_0460 83.333 12 2 0 6 17 23 12 63 135
NW_005198966.1_24265-5p miR95_0424 83.333 12 2 0] 1 12 1 12 63 135
NW_005198966.1_24265-5p miR95_0423 83.333 12 2 0 1 12 & 14 63 135
NW_005198966.1_24265-5p miR95_0362 83.333 12 2 0] 1 12 6 17 63 135
NW_005198966.1_24265-5p miR95_0331 83.333 12 2 0] 1 12 25 14 63 135
NW_005198966.1_24265-5p miR95_0318 83.333 12 2 0 1 12 ili5 4 63 135
NW_005198966.1_24265-5p miR95_0208 83.333 12 2 0 1 12 4 15 63 135
NW_005198966.1_24265-5p miR95_0207 83.333 12 2 0] 1 12 2 13 63 135
NW_005198966.1_24265-5p miR95_0206 83.333 12 2 0 1 12 11 22 63 135
NW_005198966.1_24265-5p miR95_0204 83.333 12 2 0 1 12 12 23 63 135
NW_005198966.1_24265-5p miR95_0201 83.333 12 2 0] 1 12 9 20 63 135
NW_005198966.1_24265-5p miR95_0200 83.333 12 2 0 1 12 13 24 63 135
NW_005198966.1_24265-5p miR95_0078 83.333 12 2 0 1 12 2 13 63 135
NW_005198966.1_24265-5p miR95_0077 83.333 12 2 0] 1 12 6 17 63 135
NW_005198966.1_24265-5p miR95_0071 83.333 12 2 0 1 12 16 5) 63 135
NW_005198966.1_24265-5p miR95_0024 83.333 12 2 0 1 12 18 7 63 135
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NW_005198966.1_24265-5p miR95_0022 83.333 12 2 0] 1 12 12 1 63 135
NW_005198966.1_24265-5p miR95_0018 83.333 12 2 0 1 12 12 1 63 135
NW_005198966.1_24265-5p miR95_0017 83.333 12 2 0 1 12 19 8 63 135
NW_005198966.1_24265-5p Vca_miR84 83.333 12 2 0] 2 13 12 1 63 135
NW_005198966.1_24265-5p miR90_0142 90 10 1 0 9 18 20 11 73 133
NW._005198966.1_24265-5p SjapMIR64 90 10 1 0 2 11 4 13 73 133
NW_005198966.1_24265-5p miR95_0383 100 8 0 0] 4 11 2 9 84 131
NW_005198966.1_24265-5p Vca_miR88b 73333 15 4 0 2 16 9 23 97 129
NW._005198966.1_24265-5p Vca_miR88a 73333 15 4 0 2 6 9 23 97 129
NW_005198966.1_24265-5p Vca_miR68* 73333 15 4 0] 2 16 4 18 97 129
NW_005199363.1_22042-5p miR90_0108 83333 18 2 1 4 20 2 19 14 158
NW_005199363.1_22042-5p miR90_0013 73.684 19 5 0] 2 20 21 3 22 152
NW_005199363.1_22042-5p miR90_0172 82.353 17 2 1 4 19 2 18 29 148
NW_005199363.1_22042-5p miR90_0165 82.353 17 2 1 4 19 2 18 29 148
NW._005199363.1_22042-5p miR95_0448 80 15 3 0 3 7 2 16 29 148
NW_005199363.1_22042-5p miR95_0248 82.353 17 2 1 5 20 18 2 29 148
NW_005199363.1_22042-5p miR95_0158 82.353 17 2 1 4 19 17 1 29 148
NW._005199363.1_22042-5p PPU-MIR3-5p 84615 13 2 0 3 5 1 13 34 146
NW_005199363.1_22042-5p miR90_0457 90.909 11 1 0] 6 16 17 7 39 144
NW._005199363.1_22042-5p Vca miR38 90.909 11 1 0 2 12 2 12 39 144
NW_005199363.1_22042-5p miR90_0428 100 9 0 0 12 20 24 16 45 142
NW_005199363.1_22042-5p miR95_0522 100 9 0 0] 3 11 10 18 45 142
NW_005199363.1_22042-5p miR95_0289 72.222 18 5 0 2 19 1 18 45 142
NW_005199363.1_22042-5p miR95_ 0288 72222 18 5 0] 2 19 1 18 45 142
NW_005199363.1_22042-5p miR95_0541 78.571 14 & 0] 5 18 15 2 60 13.7
NW_005199363.1_22042-5p miR95_0515 78.571 14 3 0 1 14 1 14 60 137
NW._005199363.1_22042-5p MIR95_0419 78571 14 3 0 2 5 16 3 60 137
NW_005199363.1_22042-5p miR95_0415 78.571 14 & 0] 1 14 17 4 60 13.7
NW_005199363.1_22042-5p miR95_0325 78.571 14 3 0 1 14 & 16 60 137
NW_005199363.1 22042-5p miR95_0269 78571 14 3 0 1 14 4 17 60 137
NW_005199363.1_22042-5p miR95_0246 78.571 14 & 0] 1 14 14 1 60 13.7
NW_005199363.1_22042-5p miR95_0118 78.571 14 3 0 7 20 4 17 60 137
NW_005199363.1_22042-5p miR90_0493 83.333 12 2 0 8 19 3 14 70 135
NW_005199363.1_22042-5p miR95_0468 83.333 12 2 0] 8 19 2 13 70 135
NW._005199363.1_22042-5p miR95_0179 83333 12 2 0 1 12 6 17 70 135
NW_005199363.1_22042-5p miR95 0179 68.421 19 6 0 2 20 24 6 81 133
NW_005199363.1_22042-5p miR95_0090 83.333 12 2 0] 8 19 3 14 70 135
NW_005199363.1_22042-5p miR95_0088 83.333 12 2 0 8 19 & 14 70 135
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NW_005199363.1_22042-5p SjapMIRS56 83333 12 2 0 1 R 70 135
NW_005199363.1_22042-5p miR90_0169 90 10 1 0 6 15 9 18 81 133
NW_005199363.1_22042-5p miR95_0188 90 10 1 0] 7 16 1 10 81 133
NW_005199363.1_22042-5p SjapMIR61 90 10 1 0 9 18 12 3 81 133
NW_005199363.1_22042-5p miR90_0876 70588 17 5 0 2 18 1 17 94 131
NW_005199363.1_22042-5p miR90_0726 100 8 0 0] 1 8 4 11 94 131
NW_005199363.1_22042-5p miR90_0629 100 8 0 0 1 8 8 15 94 131
NW_005199363.1_22042-5p miR95_0563 100 8 0 0] 3 10 12 19 94 131
NW_005199363.1_22042-5p miR95_0388 100 8 0 0] 1 8 7 14 94 131
NW_005199363.1_22042-5p miR95_0387 100 8 0o o0 1 8 14 21 94 131
NW_005199363.1_22042-5p miR95_0354 100 8 0o 0 1 8 3 10 94 131
NW_005199363.1_22042-5p miR95_0133 100 8 0 0] 1 8 10 17 94 131
NW_005199363.1_22042-5p miR95_0111 100 8 0 0 1 8 6 13 94 131
NW_005199363.1_22042-5p miR95_0087 100 8 0o 0 1 8 15 22 94 131
NW_005199363.1_22042-5p miR95_0083 100 8 0 0] 1 8 8 15 94 131
NW_005199363.1_22042-5p miR95_0080 100 8 0 0 1 8 9 16 94 131
NW_005199378.1_21978-3p PPU-MiR5-3p 73684 19 5 0 3 21 20 2 23 152
NW_005199378.1_21978-3p Vca_miR22 84.615 13 2 0] 1 13 13 1 35 146
NW_005199378.1_21978-3p SjapMIR95 90.909 11 1 o0 3 13 16 6 41 144
NW_005199378.1_21978-3p Vca_miR88b* 100 9 0o 0 3 11 17 9 47 142
NW_005199378.1_21978-3p Vca_miR88a* 100 9 0 0] 3 11 17 9 47 142
NW_005199378.1_21978-3p miR90_0844 75 16 4 0 1 16 9 24 55 139
NW_005199378.1_21978-3p miR95_0514 75 16 4 0 1 6 9 24 55 139
NW_005199378.1_21978-3p miR95_0390 75 16 4 0] 1 16 4 19 55 139
NW_005199378.1_21978-3p miR95_0346 75 16 4 0 1 16 & 18 55 139
NW_005199378.1_21978-3p miR95_0324 75 16 4 0 1 6 5 20 55 139
NW_005199378.1_21978-3p miR90_0701 78.571 14 & 0] 1 14 1 14 63 137
NW_005199378.1_21978-3p miR95_0369 78571 14 3 0 6 19 19 6 63 137
NW_005199378.1_21978-3p PC-3p-33398 31  83.333 12 2 0 2 3 12 1 73 135
NW_005199378.1_21978-3p miR90_0567 90 10 1 0] 6 15 16 7 85 133
NW_005199378.1_21978-3p miR90_0513 90 10 1 0 6 15 11 2 85 133
NW_005199378.1_21978-3p miR90_0012 90 10 1 0 6 5 10 1 85 133
NW_005199378.1_21978-3p miR95_0558 100 8 0 0] 1 8 9 16 98 131
NW_005199378.1_21978-5p(ehx-miR2-5p) ~ PC-3p-33398 31 92857 14 1 0 6 19 6 19 5 175
NW_005199378.1_21978-5p(ehx-miR2-5p)  PC-3p-11444 150 92308 13 1 0 7 19 7 19 10 165
NW_005199378.1_21978-5p(ehx-miR2-5p) = CCMP1516-miR18 80 20 & 1 1 19 2 21 14 16.1
NW_005199378.1_21978-5p(ehx-miR2-5p)  miR90_0571 80 15 3 0 & 17 16 2 33 148
NW_005199378.1_21978-5p(ehx-miR2-5p)  Vca_miR60 80 15 3 0 1 15 6 20 33 148
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NW_005199378.1_21978-5p(ehx-miR2-5p)  Vca_miR32* 80 15 3 0 1 15 7 21 33 148
NW._005199378.1_21978-5p(ehx-miR2-5p)  miR90_0599 90.909 11 1 0 10 20 11 1 45 144
NW_005199378.1 21978-5p(ehx-miR2-5p)  miR90_0378 90909 11 1 0 5 15 17 7 45 144
NW_005199378.1_21978-5p(ehx-miR2-5p)  ppu-miR15-5p [5; 16 4 0 4 19 17 2 60 139
NW._005199378.1_21978-5p(ehx-miR2-5p)  miR90_0701 75 16 4 0 4 19 3 18 60 139
NW._005199378.1_21978-5p(ehx-miR2-5p)  miR90_0663 75 16 4 0 5 20 18 3 60 139
NW_005199378.1_21978-5p(ehx-miR2-5p)  ppu-miR38-3p 78571 14 3 0 7 20 2 15 69 137
NW._005199378.1_21978-5p(ehx-miR2-5p)  miR90_0535 78571 14 3 0 1 4 2 15 69 137
NW_005199378.1 21978-5p(ehx-miR2-5p)  miR90_0515 78571 14 3 0 1 14 4 17 69 137
NW_005199378.1_21978-5p(ehx-miR2-5p)  miR95_0279 78571 14 & 0] 1 14 16 3 69 137
NW_005199378.1_21978-5p(ehx-miR2-5p)  miR95_0167 78.571 14 3 0 1 14 18 5) 69 137
NW._005199378.1_21978-5p(ehx-miR2-5p) ~ miR90_0651 83333 12 2 0 1 2 2 13 80 135
NW_005199378.1_21978-5p(ehx-miR2-5p)  SjapMIR2 66.667 21 7 0 1 21 1 21 80 135
NW_005199378.1_21978-5p(ehx-miR2-5p)  miR90_0342 90 10 1 0 &6 15 19 10 93 133
NW._005199378.1_21978-5p(ehx-miR2-5p)  miR95_0507 90 10 1 0 3 12 15 24 93 133
NW_005199378.1_21978-5p(ehx-miR2-5p)  miR95_0451 90 10 1 0] 3 12 8 17 93 133
NW_005199378.1_21978-5p(ehx-miR2-5p)  miR95_0210 90 10 1 0 3 12 9 18 93 133
NW._005199975.1_17848-3p mIR90_0607 88.235 17 1 1 5 20 18 2 82 167
NW_005199975.1_17848-3p miR90_0778 92.857 14 0 1 7 19 1 14 20 154
NW_005199975.1_17848-3p miR95_0547 91.667 12 1 0 6 17 3 14 20 154
NW_005199975.1_17848-3p miR95_0545 91.667 12 1 0 6 17 3 14 20 154
NW_005199975.1_17848-3p miR90_0411 80 15 & 0] 1 15 2 16 31 148
NW_005199975.1_17848-3p miR90_0352 86.667 15 1 1 3 17 4 17 35 146
NW._005199975.1_17848-3p miR90_0293 86.667 15 1 1 6 19 18 4 3% 146
NW_005199975.1_17848-3p miR90_0258 84.615 13 2 0] 6 18 20 8 35 146
NW_005199975.1_17848-3p miR90_0011 86.667 15 1 1 6 19 17 3 35 146
NW._005199975.1 17848-3p miR90_0884 92308 13 0o 1 7 19 3 14 41 144
NW_005199975.1_17848-3p miR90_0704 92.308 13 0 1 7 19 4 15 41 144
NW_005199975.1_17848-3p miR90_0583 92.308 13 0o 1 7 19 10 21 41 144
NW._005199975.1_17848-3p miR90_0545 92308 13 0o 1 7 19 13 24 41 144
NW_005199975.1_17848-3p miR90_0509 92308 13 0 1 7 19 7 18 41 144
NW_005199975.1_17848-3p miR90_0431 92.308 13 0 1 7 19 7 18 41 144
NW_005199975.1_17848-3p miR90_0427 92308 13 0o 1 7 19 13 2 4 144
NW_005199975.1_17848-3p miR90_0415 92.308 13 0 1 7 19 13 24 41 144
NW_005199975.1_17848-3p miR90_0292 92.308 13 0 1 7 19 9 20 41 144
NW._005199975.1 17848-3p miR90_0277 92308 13 0o 1 7 19 5 16 41 144
NW_005199975.1_17848-3p miR90_0276 92308 13 0 1 7 19 6 17 41 144
NW_005199975.1_17848-3p miR90_0139 92.308 13 0o 1 7 19 16 5 41 144
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NW_005199975.1_17848-3p miR90_0125 90.909 11 1 0 1 11 5) 15 41 144
NW_005199975.1_17848-3p miR90_0113 92308 13 0o 1 7 9 20 9 41 144
NW_005199975.1_17848-3p miR90_0081 92.308 13 0] 1 7 19 5 16 41 144
NW_005199975.1_17848-3p miR90_0071 92.308 13 0 1 7 19 2 13 41 144
NW_005199975.1_17848-3p miR90_0070 92308 13 o 1 7 19 3 14 4 144
NW_005199975.1_17848-3p miR90_0069 92.308 13 0] 1 7 19 3 14 41 144
NW._005199975.1_17848-3p mIR90_0046 92.308 13 0o 1 7 19 18 7 41 144
NW_005199975.1_17848-3p miR90_0026 92308 13 0o 1 7 19 3 4 4 144
NW_005199975.1_17848-3p miR90_0022 92.308 13 0 1 7 19 17 6 41 144
NW_005199975.1_17848-3p miR90_0002 92.308 13 0 1 7 19 1 12 41 144
NW_005199975.1_17848-3p miR90_0001 92308 13 o 1 7 19 1 12 4 144
NW_005199975.1_17848-3p miR90_0847 72.222 18 5 0] 3 20 19 2 47 142
NW_005199975.1_17848-3p miR90_0441 72.222 18 5 0 1 18 4 21 47 142
NW_005199975.1_17848-3p Vca_miR52 100 9 0 0 9 17 18 10 47 142
NW_005199975.1_17848-3p SjapMIR103 72.222 18 5 0] 1 18 18 1 47 142
NW_005199975.1_17848-3p miR90_0846 78.571 14 3 0 1 14 6 19 63 137
NW_005199975.1_17848-3p miR95_ 0513 78.571 14 3 0] 1 14 1 14 63 137
NW_005199975.1_17848-3p miR95_0502 78.571 14 3 0 7 20 19 6 63 137
NW_005199975.1_17848-3p SjapMIR11 78.571 14 3 0 4 17 14 1 63 137
NW_005199975.1_17848-3p miR95_0537 83333 12 2 0 3 “ 18 7 73 135
NW_005199975.1_17848-3p miR95_0512 83.333 12 2 0 3 14 1 12 73 135
NW_005199975.1_17848-3p miR95_0179 83.333 12 2 0 10 21 16 5) 73 135
NW_005199975.1_17848-3p miR90_0795 90 10 1 0 10 19 2 11 8 133
NW_005199975.1_17848-3p miR90_0698 90 10 1 0 3 12 13 4 85 133
NW_005199975.1_17848-3p miR90_0685 90 10 1 0 & 12 13 4 85 133
NW_005199975.1_17848-3p miR90_0660 90 10 1 0 11 20 17 8 85 133
NW_005199975.1_17848-3p miR90_0268 90 10 1 0 10 19 1 10 85 133
NW_005199975.1_17848-3p miR90_0267 90 10 1 0 10 19 2 11 85 133
NW_005199975.1_17848-3p miR90_0082 90 10 1 0 10 19 1 10 8 133
NW_005199975.1_17848-3p miR95_0543 90 10 1 0 2 11 15 6 85 133
NW_005199975.1_17848-3p miR95_0120 90 10 1 0 9 18 5 14 85 133
NW_005199975.1_17848-3p miR95_0100 90 10 1 0 9 18 8 17 8 133
NW_005199975.1_17848-3p miR90_0316 70.588 17 5 0 3 19 2 18 98 131
NW_005199975.1_17848-3p Vca_miR68* 100 8 0 0 1 8 11 4 98 131
NW_005200282.1_15947-3p Vca_miR32 77778 18 4 0 1 18 19 2 12 161
NW_005200282.1_15947-3p miR95_0534 91.667 12 1 0 2 13 4 15 18 154
NW_005200282.1_15947-3p miR95_0532 91.667 12 1 0 2 13 3 14 18 154
NW._005200282.1_15947-3p miR95_0538 100 10 0o 0 2 11 9 18 21 152
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NW_005200282.1_15947-3p miR95_0479 76.471 17 4 0] 3 19 18 2 24 15

NW_005200282.1_15947-3p miR95_0433 76.471 17 4 0 3 19 17 1 24 15

NW._005200282.1_15947-3p miR90_0584 80 15 3 0 3 7 15 1 28 148
NW_005200282.1_15947-3p miR95_0485 80 15 & 0] 5 19 2 16 28 148
NW._005200282.1_15947-3p SjapMIR11 90.909 11 1 0 9 19 13 3 37 144
NW._005200282.1_15947-3p Vca_miR1d 100 9 o 0 7 15 18 10 43 142
NW_005200282.1_15947-3p Vca_miR1c 100 9 0 0] 7 15 18 10 43 142
NW._005200282.1_15947-3p Vca_miR1b 100 9 o o0 7 15 18 10 43 142
NW_005200282.1_15947-3p Vca miRla 100 9 o 0 7 15 18 10 43 142
NW_005200282.1_15947-3p miR90_0568 78.571 14 & 0] 3 16 14 1 57 13.7
NW_005200282.1_15947-3p miR90_0412 78.571 14 3 0 3 16 2 15 57 137
NW._005200282.1_15947-3p miR90_0018 78571 14 3 0 2 5 14 1 57 137
NW_005200282.1_15947-3p PPU-MiR4-5p 83333 12 2 0 7 18 16 5 66 135
NW_005200282.1_15947-3p miR90_0576 83.333 12 2 0 8 19 18 7 66 135
NW_005200282.1_15947-3p miR90_0529 83.333 12 2 0 2 13 il 4 66 135
NW_005200282.1_15947-3p miR95_0415 85.714 14 1 1 6 19 5 17 66 135
NW_005200282.1_15947-3p miR95_0325 85.714 14 1 1 6 19 ili5 3 66 135
NW._005200282.1_15947-3p miR95_0269 85714 14 1 1 6 19 16 4 66 135
NW_005200282.1_15947-3p miR95_0254 83.333 12 2 0] 1 12 10 21 66 135
NW_005200282.1_15947-3p miR95_0246 85.714 14 1 1 6 19 2 14 66 135
NW_005200282.1_15947-3p miR95_0149 83.333 12 2 0 1 12 5 16 66 135
NW_005200282.1_15947-3p miR95_0179 90 10 1 0] 4 13 22 13 77 133
NW_005200282.1_15947-3p Vca_miR88b* 90 10 1 0 9 18 12 3 77 133
NW._005200282.1_15947-3p Vca_miR88a* 90 10 1 0 9 18 12 3 77 133
NW_005200282.1_15947-3p Vca_miR45 90 10 1 0] 3 12 21 12 77 133
NW._005200282.1_15947-3p SjapMIR39 90 10 1 0 5 14 12 21 77 133
NW._005200282.1_15947-3p MIR90_0445 70588 17 5 0 3 19 18 2 89 131
NW_005200282.1_15947-3p miR90_0402 70.588 17 5 0] 3 19 25 9 89 131
NW_005200282.1_15947-3p miR90_0239 100 8 0 0 4 11 6 13 89 131
NW._005200282.1_15947-3p mIR95_0527 100 8 o o0 2 9 9 16 89 131
NW_005200282.1_15947-3p miR95_0497 100 8 0 0] 2 9 10 17 89 131
NW_005200282.1_15947-3p miR95_0484 70.588 17 5 0 2 18 18 2 89 131
NW._005200282.1_15947-3p miR95_0251 100 8 o o0 8 5 23 16 89 131
NW_005200282.1_15947-3p miR95_0194 100 8 0 0] 6 13 7 14 89 131
NW_005200282.1_15947-3p miR95_0002 100 8 0 0 2 9 11 18 89 131
NW._005200461.1_14543-5p MIR90_0642 80 20 4 0 1 20 1 20 31 182
NW_005200461.1_14543-5p miR90_0642 90.909 11 1 0] 9 19 3 13 43 144
NW_005200461.1_14543-5p miR90_0642 90 10 1 0 10 19 1 10 89 133
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NW._005200461.1_14543-5p MIR90_0592 80 20 4 0 1 20 1 20 31 182
NW._005200461.1_14543-5p miR90_0592 90909 11 1 0 9 19 3 13 43 144
NW_005200461.1_14543-5p miR90_0592 90 10 1 0] 10 19 1 10 89 133
NW._005200461.1_14543-5p mIR90_0220 87.5 16 2 0 5 20 18 3 41 177
NW_005200461.1_14543-5p miR90_0657 92.857 14 1 0] 6 19 1 14 48 175
NW_005200461.1_14543-5p miR90_0657 77.778 18 4 0] 3 20 1 18 13 16.1
NW_005200461.1_14543-5p miR90_0641 92.857 14 1 0 6 19 1 14 48 175
NW_005200461.1_14543-5p miR90_0641 77778 18 4 0 3 20 1 18 13 161
NW_005200461.1_14543-5p miR90_0621 92.857 14 1 0] 6 19 1 14 48 175
NW_005200461.1_14543-5p miR90_0621 77.778 18 4 0 3 20 1 18 13 16.1
NW_005200461.1_14543-5p miR90_0727 100 12 0o o0 8 19 1 12 55 173
NW_005200461.1_14543-5p miR90_0727 91.667 12 1 0] 9 20 5 16 21 154
NW_005200461.1_14543-5p miR90_0580 100 12 0 0 8 19 2 13 55 173
NW_005200461.1_14543-5p miR90_0580 91667 12 1 0 9 20 6 17 21 154
NW_005200461.1_14543-5p miR90_0580 90 10 1 0] 10 19 1 10 89 133
NW_005200461.1_14543-5p miR90_0434 78.947 19 4 0 1 19 19 1 6.4 17.1
NW._005200461.1_14543-5p miR90_0557 82353 17 3 0 6 2 18 2 74 169
NW_005200461.1_14543-5p miR95_0455 82.353 17 & 0] 3 19 17 1 74 169
NW_005200461.1_14543-5p miR90_0466 86.667 15 2 0 6 20 4 18 8.6 16.7
NW._005200461.1_14543-5p miR90_0356 86.667 15 2 0 6 20 4 18 86 167
NW_005200461.1_14543-5p miR90_0442 77.778 18 4 0] 1 18 18 1 13 16.1
NW_005200461.1_14543-5p miR90_0536 81.25 16 3 0 1 16 18 3 15 158
NW._005200461.1_14543-5p miR90_0536 100 9 o 0 12 20 10 2 50 142
NW_005200461.1_14543-5p miR90_0141 81.25 16 & 0] 1 16 19 4 15 158
NW_005200461.1_14543-5p miR90_0141 100 9 0 0 12 20 11 3 50 142
NW_005200461.1_14543-5p miR95_0004 8125 16 3 0 1 6 19 4 15 158
NW_005200461.1_14543-5p miR95_0004 100 9 0 0] 12 20 11 3 50 14.2
NW_005200461.1_14543-5p miR90_0777 85.714 14 2 0 1 14 5) 18 18 15.6
NW_005200461.1_14543-5p miR90_0777 83333 12 2 0 8 19 3 14 77 135
NW_005200461.1_14543-5p miR90_0271 85.714 14 2 0] 6 19 18 5) 18 15.6
NW_005200461.1_14543-5p miR90_0271 72.222 18 5 0 3 20 18 1 50 142
NW_005200461.1_14543-5p miR90_0271 75 16 4 0 1 6 3 18 57 139
NW_005200461.1_14543-5p miR90_0189 85.714 14 2 0] 6 19 6 19 18 15.6
NW_005200461.1_14543-5p miR90_0104 85.714 14 2 0 6 19 21 8 18 15.6
NW_005200461.1_14543-5p miR90_0104 73684 19 5 0 3 21 2 3 24 152
NW_005200461.1_14543-5p miR90_0104 78.571 14 & 0] 3 16 8 21 66  13.7
NW_005200461.1_14543-5p miR95_0185 85.714 14 2 0 5) 18 4 17 18 15.6
NW_005200461.1_14543-5p miR95_ 0185 90.909 11 1 0 9 19 5 15 43 144
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NW_005200461.1_14543-5p miR95_0076 85.714 14 2 0] 6 19 2 15 18 15.6
NW_005200461.1_14543-5p miR95_0076 84.615 13 2 0 8 20 1 13 37 146
NW_005200461.1_14543-5p miR95_0076 78571 14 3 0 6 19 18 5 66 137
NW_005200461.1_14543-5p miR90_0689 91.667 12 1 0] 9 20 5 16 21 154
NW_005200461.1_14543-5p miR90_0689 83.333 12 2 0 2 13 4 15 77 135
NW_005200461.1_14543-5p miR90_0407 91667 12 1 0 9 20 2 13 21 154
NW_005200461.1_14543-5p miR90_0351 91.667 12 1 0] 8 19 17 6 21 154
NW_005200461.1_14543-5p miR90_0351 83.333 12 2 0 9 20 13 2 77 135
NW_005200461.1_14543-5p miR90_0215 91667 12 1 0 9 20 1 12 21 154
NW_005200461.1_14543-5p miR90_0898 100 10 0 0] 9 18 15 6 24 152
NW_005200461.1_14543-5p miR90_0898 90.909 11 1 0 9 19 18 8 43 144
NW_005200461.1_14543-5p miR90_0477 100 10 0 0 11 20 1 10 24 152
NW_005200461.1_14543-5p miR90_0477 90 10 1 0] 9 18 2 11 89 133
NW_005200461.1_14543-5p miR95_0444 100 10 0 0 8 17 17 8 24 152
NW_005200461.1_14543-5p miR95_0444 83.333 12 2 0 10 21 18 7 77 135
NW_005200461.1_14543-5p miR95_0439 100 10 0 0] 10 19 8 17 24 152
NW_005200461.1_14543-5p miR95_0439 100 9 0 0 9 17 10 18 50 14.2
NW._005200461.1_14543-5p miR95_0439 90 10 1 0 10 19 5 14 89 133
NW_005200461.1_14543-5p miR95_0300 100 10 0 0] 9 18 4 13 24 152
NW_005200461.1_14543-5p miR95_0300 90.909 11 1 0 9 19 1 11 43 144
NW_005200461.1_14543-5p miR95_0176 100 10 0 0 10 19 20 11 24 152
NW_005200461.1_14543-5p miR95_0044 100 10 0 0] 9 18 2 11 24 152
NW._005200461.1_14543-5p miR95_0044 100 9 o o0 11 19 1 9 50 14.2
NW._005200461.1_14543-5p miR95_0006 100 10 0o 0 10 19 1 10 24 152
NW_005200461.1_14543-5p Vca_miR44c 73.684 19 5 0] 2 20 21 3 24 152
NW_005200461.1_14543-5p Vca_miR44c 78.571 14 3 0 9 22 17 4 66 137
NW._005200461.1_14543-5p Vca_miR44b 73.684 19 5 0 2 20 21 3 24 152
NW_005200461.1_14543-5p Vca_miR44b 78.571 14 & 0] 9 22 17 4 66  13.7
NW_005200461.1_14543-5p Vca_miR44a 73.684 19 5 0 2 20 21 3 24 152
NW_005200461.1_14543-5p Vca_miR44a 78.571 14 3 0 9 22 17 4 66  13.7
NW_005200461.1_14543-5p miR90_0182 76.471 17 4 0] 1 17 17 1 28 15

NW_005200461.1_14543-5p miR90_0208 82.353 17 2 1 4 19 1 17 32 148
NW._005200461.1_14543-5p miR90_0208 90 10 1 0 9 18 10 19 89 133
NW_005200461.1_14543-5p miR90_0809 84.615 13 2 0] 7 19 1 13 37 146
NW_005200461.1_14543-5p miR90_0809 83.333 12 2 0 9 20 6 17 77 135
NW_005200461.1_14543-5p miR90_0564 84.615 13 2 0 6 18 6 18 37 146
NW_005200461.1_14543-5p miR90_0254 84.615 13 2 0] 7 19 17 5) 37 146
NW_005200461.1_14543-5p miR90_0223 84.615 13 2 0 6 18 13 1 37 146
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NW_005200461.1_14543-5p miR90_0200 84.615 13 2 0 7 19 17 5 37 146
NW_005200461.1_14543-5p miR95_0340 84615 13 2 0 7 19 19 7 37 146
NW_005200461.1_14543-5p Vca_miR77 84.615 13 2 0] 8 20 9 21 37 146
NW._005200461.1_14543-5p mIR90_0850 90.909 11 1 0o 1 21 5 15 43 144
NW._005200461.1_14543-5p miR90_0769 90909 11 1 0 9 19 2 12 43 144
NW_005200461.1_14543-5p miR90_0769 83.333 12 2 0] 9 20 5 16 77 135
NW_005200461.1_14543-5p miR90_0754 90.909 11 1 0 9 19 18 8 43 144
NW_005200461.1_14543-5p miR90_0754 83333 12 2 0 9 20 15 4 77 135
NW_005200461.1_14543-5p miR90_0644 90.909 11 1 0] 9 19 8 18 43 144
NW_005200461.1_14543-5p miR90_0507 90.909 11 1 0 10 20 12 2 43 144
NW_005200461.1_14543-5p miR90_0507 75 16 4 0 1 16 18 3 57 139
NW_005200461.1_14543-5p miR90_0241 90.909 11 1 0] 10 20 1 11 43 144
NW_005200461.1_14543-5p miR90_0199 90.909 11 1 0 9 19 1 11 43 144
NW._005200461.1_14543-5p miR90_0199 83333 12 2 0 10 21 8 19 77 135
NW_005200461.1_14543-5p miR95_0194 90.909 11 1 0] 4 14 12 2 43 144
NW_005200461.1_14543-5p miR90_0722 100 9 0 0 12 20 17 9 50 142
NW._005200461.1_14543-5p miR90_0294 72222 18 5 0 3 20 18 1 50 142
NW_005200461.1_14543-5p miR95_0254 100 9 0 0] 10 18 1 9 50 14.2
NW._005200461.1_14543-5p miR95_0140 100 9 o o0 11 19 1 9 50 142
NW_005200461.1_14543-5p miR95_0001 72222 18 5 0 1 18 1 18 50 142
NW_005200461.1_14543-5p miR90_0747 75 16 4 0] 5 20 1 16 57 139
NW_005200461.1_14543-5p miR90_0169 75 16 4 0 & 18 4 19 57 139
NW_005200461.1_14543-5p miR90_0169 75 16 4 0 1 16 19 4 57 139
NW_005200461.1_14543-5p miR90_0169 83.333 12 2 0] 9 20 17 6 77 135
NW_005200461.1_14543-5p miR90_0169 83.333 12 2 0 9 20 7 18 77 135
NW._005200461.1_14543-5p miR90_0169 90 10 1 0 10 19 19 10 8 133
NW_005200461.1_14543-5p miR90_0157 75 16 4 0] 4 19 18 3 57 139
NW._005200461.1_14543-5p miR90_0013 80 20 2 2 1 19 1 19 57 139
NW_005200461.1_14543-5p miR95_0421 75 16 4 0 6 21 3 18 57 139
NW_005200461.1_14543-5p miR95_0326 80 20 2 2 1 19 1 19 57 139
NW._005200461.1_14543-5p mIR95_0260 75 16 4 0 4 19 1 16 57 139
NW._005200461.1_14543-5p miR95_0260 68421 19 6 0 1 9 1 19 89 133
NW_005200461.1_14543-5p miR90_0756 78.571 14 & 0] 1 14 5 18 66  13.7
NW_005200461.1_14543-5p miR90_0756 90 10 1 0 9 18 4 13 89 133
NW_005200461.1_14543-5p miR90_0576 78571 14 3 0 9 2 18 5 66 137
NW_005200461.1_14543-5p miR95_0190 78.571 14 & 0] 4 17 17 4 66  13.7
NW_005200461.1_14543-5p miR90_0908 83.333 12 2 0 9 20 1 12 77 135
NW_005200461.1_14543-5p miR90_0887 83.333 12 2 0 9 20 2 13 77 135
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NW_005200461.1_14543-5p miR90_0678 83.333 12 2 0] 2 13 7 18 77 135
NW_005200461.1_14543-5p miR90_0655 83.333 12 2 0 2 13 & 14 77 135
NW._005200461.1_14543-5p MIR90_0520 83333 12 2 0 7 18 18 7 77 135
NW_005200461.1_14543-5p miR90_0219 83.333 12 2 0] 10 21 4 15 77 135
NW_005200461.1_14543-5p miR95_0411 83.333 12 2 0 7 18 8 19 77 135
NW_005200461.1_14543-5p miR95_0373 83.333 12 2 0 7 18 7 18 77 135
NW_005200461.1_14543-5p PC-5p-179621_3 83.333 12 2 0] 11 22 9 20 77 135
NW._005200461.1_14543-5p SjapMIR50 83333 12 2 0 4 15 10 21 77 135
NW._005200461.1_14543-5p miR90_0899 90 10 1 0 10 19 9 18 89 133
NW_005200461.1_14543-5p miR90_0897 90 10 1 0] 10 19 10 1 89 133
NW_005200461.1_14543-5p miR90_0897 90 10 1 0 10 19 13 4 89 133
NW._005200461.1_14543-5p miR90_0848 90 10 1 0 10 19 4 13 89 133
NW_005200461.1_14543-5p miR90_0814 90 10 1 0] 10 19 8 17 89 133
NW._005200461.1_14543-5p miR90_0771 90 10 1 0 10 19 12 3 89 133
NW._005200461.1_14543-5p mIR90_0750 90 10 1 0 10 19 8 17 89 133
NW_005200461.1_14543-5p miR90_0741 90 10 1 0] 10 19 3 12 89 133
NW_005200461.1_14543-5p miR90_0656 90 10 1 0 6 15 17 8 89 133
NW._005200461.1_14543-5p miR90_0624 68421 19 6 0 1 9 19 1 89 133
NW_005200461.1_14543-5p miR90_0613 90 10 1 0] 6 15 17 8 89 133
NW_005200461.1_14543-5p miR90_0588 90 10 1 0 6 15 12 3 89 133
NW._005200461.1_14543-5p miR90_0584 68421 19 6 0 1 19 21 3 89 133
NW_005200461.1_14543-5p miR90_0336 90 10 1 0] 6 15 14 5) 89 133
NW_005200461.1_14543-5p miR90_0331 68.421 19 6 0 1 19 1 19 89 133
NW._005200461.1_14543-5p miR90_0274 90 10 1 0 10 19 6 15 89 133
NW_005200461.1_14543-5p miR90_0236 90 10 1 0] 18 17 8 89 133
NW_005200461.1_14543-5p miR90_0211 90 10 1 0 9 18 12 3 89 133
NW._005200461.1_14543-5p miR90_0006 90 10 1 0 10 19 1 10 89 133
NW_005200461.1_14543-5p miR95_0525 68.421 19 6 0] 1 19 19 1 89 133
NW_005200461.1_14543-5p miR95_0415 90 10 1 0 4 13 10 1 89 133
NW._005200461.1_14543-5p miR95_0327 90 10 1 0 9 8 7 16 89 133
NW_005200461.1_14543-5p miR95_0220 90 10 1 0] 10 19 1 10 89 133
NW_005200461.1_14543-5p miR95_0064 90 10 1 0 10 19 8 17 89 133
NW._005200496.1_14318-5p miR90_0521 86.667 15 2 0 1 5 1 15 11 167
NW_005200496.1_14318-5p Thalassiosira 86.667 15 2 0] 13 27 2 16 11  16.7
NW_005200496.1_14318-5p miR90_0808 77.778 18 4 0 7 24 2 19 17 16.1
NW_005200496.1_14318-5p miR90_0808 83.333 12 2 0 6 17 12 1 9% 135
NW_005200496.1_14318-5p miR90_0496 85.714 14 2 0] 17 30 2 15 22 156
NW_005200496.1_14318-5p miR90_0379 85.714 14 2 0 17 30 2 15 22 156
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NW_005200496.1_14318-5p miR90_0826 91.667 12 1 0 7 18 4 15 26 154
NW_005200496.1_14318-5p miR90_0826 83.333 12 2 0 6 17 14 3 9% 135
NW_005200496.1_14318-5p PPU-MIR36-3p 73684 19 5 0 1 19 2 20 30 152
NW_005200496.1_14318-5p SjapMIR6 73684 19 5 0 9 27 3 21 30 152
NW_005200496.1_14318-5p miR95_0193 76471 17 4 0 4 20 4 20 35 15
NW_005200496.1_14318-5p miR95_0193 72222 18 5 0] 7 24 19 2 62 14.2
NW_005200496.1_14318-5p miR90_0576 86.667 15 1 1 2 16 18 5) 46  14.6
NW_005200496.1_14318-5p miR90_0663 90.909 11 1 0 4 14 1 1 54 144
NW_005200496.1_14318-5p miR95_0358 70 20 6 0] 7 26 6 25 54 144
NW._005200496.1_14318-5p SjapMIR23 72222 18 5 0 1 18 4 21 62 142
NW._005200496.1_14318-5p miR90_0566 75 16 4 0 7 w5 20 72 139
NW_005200496.1_14318-5p miR90_0012 75 16 4 0] 7 22 6 21 72 139
NW._005200496.1_14318-5p SjapMIR17 75 16 4 0 15 30 6 21 72 139
NW_005200496.1_14318-5p miR90_0628 78571 14 3 0] 10 23 16 3 83 137
NW_005200496.1_14318-5p miR90_0441 65.217 23 8 0] 7 29 25 3 83 137
NW_005200496.1_14318-5p miR95_0421 78.571 14 3 0 4 17 18 5 83 137
NW_005200496.1_14318-5p miR95_0294 78571 14 3 0 17 30 4 17 8 137
NW_005200496.1_14318-5p miR95_0275 78.571 14 & 0] 17 30 17 4 83 137
NW_005200496.1_14318-5p miR95_0274 78.571 14 3 0 17 30 2 15 83 137
NW_005200496.1_14318-5p miR95_0175 78.571 14 3 0 17 30 1 14 83 137
NW_005200496.1_14318-5p Vca_miR44c 78.571 14 & 0] 17 30 18 5) 83 137
NW_005200496.1_14318-5p Vca_miR44b 78.571 14 3 0 17 30 18 5) 83 137
NW_005200496.1_14318-5p Vca_miR44a 78571 14 3 0 17 30 18 5 83 137
NW_005200496.1_14318-5p SjapMIR59 78.571 14 & 0] 17 30 21 8 83 137
NW_005200496.1_14318-5p miR90_0793 83.333 12 2 0 2 13 1 12 9% 135
NW_005200496.1_14318-5p miR90_0048 83.333 12 2 0] 7 18 il 4 9% 135
NW_005200496.1_14318-5p miR95_0460 66.667 21 7 0] 10 30 24 4 96 135
NW_005200496.1_14318-5p miR95_0283 83.333 12 2 0 7 18 13 2 9% 135
NW._005200496.1_14318-5p PC-5p-179621 3  83.333 12 2 0 19 30 1 12 9% 135
NW_005200496.1_14318-5p SjapMIR57 66.667 21 7 0] 5 25 21 1 96 135
NW._005200517.1_13952-3p SjapMIR15_2 100 9 0o 0 3 11 14 6 47 142
NW_005200517.1_13952-3p SjapMIR15_1 100 9 0 o0 3 11 14 6 47 142
NW_005200517.1_13952-3p Vca_miR113b 75 16 4 0] 1 16 18 3 55 139
NW_005200517.1_13952-3p Vca_miR113a 75 6 4 0 1 6 18 3 55 139
NW_005200517.1_13952-3p miR90_0679 78571 14 3 0 7 20 15 2 63 137
NW_005200517.1_13952-3p miR90_0123 78571 14 & 0] 7 20 25 12 63 137
NW_005200517.1_13952-3p miR95_0563 78571 14 3 0 5 18 14 1 63 137
NW_005200517.1_13952-3p miR95_0436 78571 14 3 0 7 20 3 6 63 137




% f#  Hereditas (Beijing) 2021 43 %

e HAB AR mIRNA f45 5

QUEFVHLD N Subject ID ' Identities Length Mis- Gap Query Query Subject Subject E  Bit

(ABF5EH S E R mIRNA) (HABEH miRNA) (%) (nt) match stat end Start end  value score
NW_005200517.1_13952-3p miR95_0407 78571 14 & 0] 7 20 3 16 63 137
NW_005200517.1_13952-3p miR95_0379 78.571 14 3 0 7 20 2 15 63 137
NW._005200517.1_13952-3p miR95_0370 78571 14 3 0 7 20 3 16 63 137
NW_005200517.1_13952-3p miR95_0314 78.571 14 & 0] 7 20 2 15 63 137
NW_005200517.1_13952-3p miR95_0094 78571 14 3 0 7 20 23 10 63 137
NW._005200517.1_13952-3p miR95_0091 78571 14 3 0 7 20 23 10 63 137
NW_005200517.1_13952-3p miR95_0007 78571 14 & 0] 7 20 2 15 63 137
NW._005200517.1_13952-3p SjapMIR97 78571 14 3 0 6 19 14 1 63 137
NW._005200517.1_13952-3p MIR95_0522 83333 12 2 0 5 6 12 1 73 135
NW_005200517.1_13952-3p miR95_0460 83.333 12 2 0] 6 17 14 25 73 135
NW_005200517.1_13952-3p miR95_0093 83.333 12 2 0 9 20 21 10 73 135
NW_005200517.1_13952-3p miR95_0054 83.333 12 2 0] 9 20 20 9 73 135
NW_005200517.1_13952-3p miR95_0050 83.333 12 2 0] 9 20 25 14 73 135
NW_005200517.1_13952-3p SjapMIRT5 90 10 1 0 2 11 10 8 133
NW._005200517.1_13952-3p miR90_0591 100 8 o o0 7 “ 12 s 98 131
NW_005200517.1_13952-3p Vca_miR39 100 8 0 0] 2 9 13 20 98 131
NW_005200535.1_13863-3p Vca_miR104 84.615 13 2 0 & 15 9 21 35 146
NW._005200535.1_13863-3p MIR90_0459 78571 14 3 0 6 19 18 5 63 137
NW_005200535.1_13863-3p SjapMIR102 78571 14 & 0] 8 21 18 5) 63 137
NW_005200535.1_13863-3p miR90_0440 83.333 12 2 0 7 18 7 18 73 135
NW_005200535.1_13863-3p miR90_0286 83.333 12 2 0 7 18 25 14 73 135
NW_005200535.1_13863-3p miR95_0304 83.333 12 2 0] 3 14 4 15 73 135
NW_005200535.1_13863-3p miR95_0256 83.333 12 2 0 7 18 10 21 73 135
NW._005200535.1_13863-3p Vca miR58-3p* 83333 12 2 0 10 21 15 4 73 135
NW_005200535.1_13863-3p SjapMIR53 83.333 12 2 0] 5 16 17 6 73 135
NW_005200535.1_13863-3p SjapMIR37_2 83333 12 2 0 7 18 1 12 73 135
NW._005200535.1_13863-3p SjapMIR37_1 83333 12 2 0 7 18 1 12 73 135
NW_005200535.1_13863-3p miR95_0392 90 10 1 0] 1 10 7 16 85 133
NW_005200535.1_13863-3p Vca_miR111 90 10 1 0 7 16 1 10 85 133
NW._005200535.1_13863-3p miR95_0143 70588 17 5 0 1 17 1 17 98 131
NW_005200535.1_13863-3p SjapMIR8 100 8 0 0] 13 20 7 14 98 131
NW_005200600.1_13330-3p miR90_0709 91.667 12 1 o 10 21 18 7 20 154
NW_005200600.1_13330-3p miR90_0495 100 10 0 0 3 12 18 9 23 152
NW_005200600.1_13330-3p Vca_miR60 73.684 19 5 0] 3 21 3 21 23 152
NW_005200600.1_13330-3p miR90_0876 80 15 3 0 6 20 1 15 31 148
NW_005200600.1_13330-3p Vca_miR82 80 15 3 0 6 20 2 16 31 148
NW_005200600.1_13330-3p miR90_0690 84.615 13 2 0] 9 21 2 14 35 146
NW_005200600.1_13330-3p miR90_0653 84.615 13 2 0 9 21 1 13 35 146
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NW_005200600.1_13330-3p miR90_0211 84.615 13 2 0 7 19 1 13 35 146
NW._005200600.1_13330-3p Vca_miR77 84615 13 2 0 9 21 15 3 35 146
NW_005200600.1_13330-3p miR90_0487 90.909 11 1 0] 11 21 19 9 41 144
NW_005200600.1_13330-3p PPU-MiR9-3p 100 9 0o 0 4 T 11 47 142
NW_005200600.1_13330-3p miR90_0862 100 9 0 0] 12 20 il 7 47 142
NW_005200600.1_13330-3p miR90_0840 100 9 0 0] 12 20 16 8 47 142
NW._005200600.1_13330-3p miR90_0743 100 9 0O 0 12 20 6 4 47 142
NW_005200600.1_13330-3p miR95_0499 72222 18 5 0] 2 19 1 18 47 142
NW_005200600.1_13330-3p miR95_0258 75 20 4 1 1 20 21 3 47 142
NW._005200600.1_13330-3p Porphyra 72222 18 5 0 3 20 3 20 47 142
NW._005200600.1_13330-3p miR90_0827 75 16 4 0 1 6 3 18 55 139
NW_005200600.1_13330-3p miR90_0559 75 16 4 0] 1 16 2 17 55 139
NW_005200600.1_13330-3p miR90_0400 75 16 4 0 & 18 16 1 55 139
NW._005200600.1_13330-3p miR90_0016 75 16 4 0 3 18 17 2 55 139
NW_005200600.1_13330-3p Vca_miR13* 75 16 4 0] 6 21 6 21 55 139
NW_005200600.1_13330-3p miR90_0759 78571 14 3 0 6 19 & 16 63 137
NW._005200600.1_13330-3p miR90_0457 78571 14 3 0 2 5 19 6 63 137
NW_005200600.1_13330-3p miR95_0417 78571 14 & 0] 1 14 18 5) 63 137
NW_005200600.1_13330-3p SjapMIR60 78571 14 3 0 8 21 2 15 63 137
NW_005200600.1_13330-3p miR90_0777 83.333 12 2 0 1 12 18 7 73 135
NW_005200600.1_13330-3p miR90_0363 83.333 12 2 0] 2 13 6 17 73 135
NW_005200600.1_13330-3p SjapMIR70 83.333 12 2 0 5 16 2 13 73 135
NW_005200600.1_13330-3p miR90_0809 90 10 1 0 9 18 12 3 85 133
NW_005200600.1_13330-3p miR90_0769 90 10 1 0] 9 18 11 2 85 133
NW_005200600.1_13330-3p miR90_0754 90 10 1 0 9 18 9 18 85 133
NW_005200600.1_13330-3p miR90_0314 90 10 1 0] 1 10 16 7 85 133
NW_005200600.1_13330-3p miR90_0217 90 10 1 0] 1 10 15 24 85 133
NW_005200600.1_13330-3p miR95_0549 90 10 1 0 1 10 8 17 85 133
NW_005200600.1_13330-3p miR95 0143 90 10 1 0 3 12 8 17 85 133
NW_005200600.1_13330-3p SjapMIR102 90 10 1 0] 3 12 18 9 85 133
NW_005200600.1_13330-3p SjapMIR29 68.421 19 6 0 1 19 & 21 85 133
NW._005200600.1_13330-3p PPU-MiR4-5p 100 8 0 0 14 21 11 18 98 131
NW_005200600.1_13330-3p miR90_0866 100 8 0 0] 13 20 25 18 98 131
NW_005200600.1_13330-3p miR90_0706 100 8 0 0 14 21 18 11 98 131
NW_005200600.1_13330-3p miR90_0610 70.588 17 5 0 5 21 1 17 98 131
NW_005200600.1_13330-3p miR90_0560 100 8 0 0] 3 10 13 6 98 131
NW_005200600.1_13330-3p miR95_0488 70.588 17 5 0 & 19 1 17 98 131
NW_005200600.1_13330-3p miR95_0401 70.588 17 5 0 3 19 18 2 98 131
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NW_005200600.1_13330-3p miR95_0260 70.588 17 5 0] 1 17 17 1 98 131
NW_005200600.1_13330-3p SjapMIR98 70.588 17 5 0 1 17 2 18 98 131
NW._005200881.1_10661-3p Vca miR32 75 20 5 0 2 21 23 4 11 163
NW_005200881.1_10661-3p miR95_0499 85.714 14 2 0] 8 21 5 18 17 156
NW_005200881.1_10661-3p miR95_0488 85.714 14 2 0 8 21 4 17 17 156
NW_005200881.1_10661-3p miR95_ 0193 76471 17 4 0 2 18 1 17 26 15

NW_005200881.1_10661-3p miR95_0534 82.353 17 2 1 5 21 2 17 31 148
NW_005200881.1_10661-3p miR95_0532 82.353 17 2 1 5 21 1 16 31 148
NW_005200881.1_10661-3p miR90_0351 84.615 13 2 0] 8 20 4 16 35 146
NW_005200881.1_10661-3p miR90_0271 84.615 13 2 0] 8 20 3 15 35 146
NW_005200881.1_10661-3p miR90_0457 90.909 11 1 0 10 2 9 19 41 144
NW._005200881.1_10661-3p miR95_0386 70 20 6 0 2 20 25 6 41 144
NW_005200881.1_10661-3p Vca_miR43d 90.909 11 1 0] 4 14 21 11 41 144
NW._005200881.1_10661-3p Vca_miR43c 90.909 11 1 0 4 4 21 11 41 144
NW_005200881.1_10661-3p Vca_miR43b 90909 11 1 0 4 14 21 11 41 144
NW_005200881.1_10661-3p Vca_miR43a 90.909 11 1 0] 4 14 21 11 41 144
NW._005200881.1_10661-3p MIR90_0487 100 9 0o o0 12 20 1 19 47 142
NW_005200881.1_10661-3p ppu-miR15-5p 75 16 4 0 4 19 5 20 55 139
NW_005200881.1_10661-3p miR90_0691 78571 14 & 0] 2 15 12 25 63 137
NW_005200881.1_10661-3p miR95_0538 78571 14 3 0 & 16 5 18 63 137
NW_005200881.1_10661-3p miR90_0507 83.333 12 2 0 7 18 13 2 73 135
NW_005200881.1_10661-3p miR90_0477 83.333 12 2 0] 9 20 16 5) 73 135
NW_005200881.1_10661-3p miR90_0400 83.333 12 2 0 8 19 2 13 73 135
NW_005200881.1_10661-3p miR90_0298 83.333 12 2 0] 5 16 25 14 73 135
NW_005200881.1_10661-3p miR90_0169 83.333 12 2 0] 8 19 8 19 73 135
NW_005200881.1_10661-3p miR90_0016 83.333 12 2 0 8 19 & 14 73 135
NW_005200881.1_10661-3p miR95_0525 83.333 12 2 0 10 21 1 12 73 135
NW_005200881.1_10661-3p miR95_0076 83.333 12 2 0] 9 20 4 15 73 135
NW_005200881.1_10661-3p SjapMIR102 83333 12 2 0 2 13 18 7 73 135
NW._005200881.1_10661-3p MIR90_0497 90 10 1 0 6 5 2 11 8 133
NW_005200881.1_10661-3p miR90_0315 90 10 1 0] 1 10 17 8 85 133
NW_005200881.1_10661-3p miR90_0084 90 10 1 0 1 10 20 11 85 133
NW_005200881.1_10661-3p miR95_0380 90 10 1 0 3 12 11 2 85 133
NW_005200881.1_10661-3p miR95_0118 90 10 1 0] 10 19 11 2 85 133
NW_005200881.1_10661-3p miR95_0087 68.421 19 6 0 2 20 19 1 85 133
NW._005200881.1_10661-3p miR90_0378 70588 17 5 0 4 20 17 1 98 131
NW_005200881.1_10661-3p miR95_0292 100 8 0 0] 9 16 9 2 98 131
NW_005201234.1_6668-5p miR90_0701 80 15 3 0 4 18 4 18 26 148
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NW_005201234.1_6668-5p miR90_0701 90 10 1 0 8 17 11 2 CIREE
NW._005201234.1_6668-5p miR90_0701 90 10 1 0 8 7 2 11 73 133
NW_005201234.1_6668-5p miR90_0701 100 8 0 0] 4 11 9 2 84 131
NW_005201234.1_6668-5p miR95_0282 84.615 13 2 0 & 15 ili5 3 30 146
NW_005201234.1_6668-5p miR95_0282 78571 14 3 0 2 15 1 14 54 137
NW_005201234.1_6668-5p miR90_0787 90.909 11 1 0] 6 16 1 11 35 144
NW_005201234.1_6668-5p miR90_0167 90.909 11 1 0 5 15 24 14 35 144
NW._005201234.1_6668-5p miR90_0144 90909 11 1 0 5 15 9 19 35 144
NW_005201234.1_6668-5p miR90_0829 100 9 0 0] 1 9 7 15 41 142
NW_005201234.1_6668-5p miR90_0829 100 8 0 0 1 8 17 24 84 131
NW._005201234.1_6668-5p miR90_0463 100 9 0o 0 1 9 9 1 41 142
NW_005201234.1_6668-5p miR90_0245 100 9 0 0] 1 9 9 1 41 142
NW._005201234.1_6668-5p mIR90_0245 100 9 0o 0 1 9 19 11 41 142
NW._005201234.1_6668-5p miR90_0244 100 9 0o 0 1 9 9 1 41 142
NW_005201234.1_6668-5p miR90_0244 100 8 0 0] 2 9 18 11 84 131
NW_005201234.1_6668-5p miR90_0193 100 9 0o o0 1 9 7 15 41 142
NW_005201234.1_6668-5p miR95_0047 75 16 4 0 3 18 17 2 47 139
NW_005201234.1_6668-5p miR90_0489 78.571 14 & 0] 4 17 4 17 54 137
NW_005201234.1_6668-5p miR90_0489 78.571 14 3 0 4 17 21 8 54 137
NW_005201234.1_6668-5p miR90_0390 78571 14 3 0 4 17 2 15 54 137
NW_005201234.1_6668-5p miR90_0390 78571 14 & 0] 4 17 19 6 54 137
NW_005201234.1_6668-5p miR90_0328 78.571 14 3 0 4 17 2 15 54 137
NW_005201234.1_6668-5p Vca_miR90.2 78571 14 3 0 3 16 18 5 54 137
NW_005201234.1_6668-5p miR95_0409 83.333 12 2 0] 7 18 3 14 63 135
NW_005201234.1_6668-5p Vca_miR82 83.333 12 2 0 7 18 4 15 63 135
NW._005201234.1_6668-5p PPU-MIR7-5p 90 10 1 0o 3 2 15 6 73 133
NW_005201234.1_6668-5p miR90_0663 90 10 1 0] 9 18 6 15 73 133
NW_005201234.1_6668-5p miR90_0366 90 10 1 0 5 14 10 1 73 133
NW._005201234.1_6668-5p miR95_0482 90 10 1 0 4 13 11 20 73 133
NW_005201234.1_6668-5p Vca_miR117 90 10 1 0] 3 12 16 7 73 133
NW_005201234.1_6668-5p CCMP1516-miR16 90 10 1 0 9 18 14 5) 73 133
NW._005201234.1_6668-5p SjapMIR58 90 10 1 0 1 0 5 4 73 133
NW_005201234.1_6668-5p miR90_0845 100 8 0 0] 9 16 1 8 84 131
NW_005201234.1_6668-5p miR90_0742 70.588 17 5 0 2 18 2 18 84 131
NW._005201234.1_6668-5p miR90_0606 100 8 0o 0 7 4 8 1 84 131
NW_005201234.1_6668-5p miR90_0251 100 8 0 0] 2 9 7 14 84 131
NW._005201234.1_6668-5p mIR90_0112 100 8 0o 0 2 9 14 21 84 131
NW_005201234.1_6668-5p miR90_0306 73333 15 4 0 4 18 25 11 97 129
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NW_005201234.1_6668-5p miR95_0303 73333 15 4 0] 4 18 16 2 97 129
NW_005201234.1_6668-5p miR95_0172 73.333 15 4 0 4 18 16 2 97 129
NW._005202428.1 1248-3p miR95_0185 92857 14 1 0 7 20 4 17 52 175
NW_005202428.1_1248-3p miR95_0185 87.5 16 1 1 9 24 3 17 19 156
NW_005202428.1_1248-3p miR90_0642 93.333 15 0 1 7 20 1 15 11 165
NW_005202428.1_1248-3p miR90_0642 73.684 19 5 0] 2 20 19 1 26 152
NW_005202428.1_1248-3p miR90_0642 72222 18 5 0] 5 22 3 20 54 14.2
NW_005202428.1_1248-3p miR90_0592 93.333 15 0 1 7 20 1 15 11 165
NW_005202428.1_1248-3p miR90_0592 73.684 19 5 0] 2 20 19 1 26 152
NW_005202428.1_1248-3p miR90_0592 72222 18 5 0] 5 22 3 20 54 14.2
NW._005202428.1_1248-3p miR95_0300 92.308 13 1 0 8 20 1 13 11 165
NW._005202428.1_1248-3p miR90_0219 77778 18 4 0 5 2 19 2 15 161
NW_005202428.1_1248-3p miR90_0219 83.333 18 2 1 4 20 1 18 17 158
NW_005202428.1_1248-3p miR95_0455 81.25 16 3 0 5) 20 17 2 17 158
NW._005202428.1_1248-3p MiR95_0455 84615 13 2 0 7 19 18 6 40 146
NW_005202428.1_1248-3p miR95_0455 75 16 4 0] 5 20 1 16 63 139
NW._005202428.1_1248-3p MIR95_0455 75 16 4 0 1 6 3 18 63 139
NW._005202428.1_1248-3p miR95_0001 81.25 16 3 0 5 20 3 18 17 158
NW_005202428.1_1248-3p miR90_0576 85.714 14 2 0] 11 24 18 5) 19 156
NW_005202428.1_1248-3p miR90_0557 85.714 14 2 0 11 24 15 2 19 156
NW._005202428.1_1248-3p miR90_0274 85714 14 2 0 7 20 1 14 19 156
NW_005202428.1_1248-3p miR90_0274 85.714 14 1 1 7 19 6 19 84 135
NW_005202428.1_1248-3p miR90_0274 68.421 19 6 0 1 19 19 1 97 133
NW._005202428.1_1248-3p Vca_miR8o* 85.714 14 2 0 10 23 20 7 19 156
NW_005202428.1_1248-3p miR90_0636 91.667 12 1 0] 2 13 8 19 23 154
NW._005202428.1_1248-3p mIR90_0636 75 16 4 0 8 23 2 17 63 139
NW._005202428.1_1248-3p Vca_miR44c 91667 12 1 0 12 23 13 2 23 154
NW_005202428.1_1248-3p Vca_miR44c 76.471 17 4 0] 8 24 20 4 30 15

NW_005202428.1_1248-3p Vca_miR44b 91.667 12 1 0 12 23 13 2 23 154
NW._005202428.1_1248-3p Vca_miR44b 76471 17 4 0 8 24 20 4 30 15

NW_005202428.1_1248-3p Vca_miR44a 91.667 12 1 0] 12 23 13 2 23 154
NW_005202428.1_1248-3p Vca_miR44a 76.471 17 4 0 8 24 20 4 30 15

NW_005202428.1_1248-3p miR90_0898 100 10 0 0 11 20 il 6 26 152
NW_005202428.1_1248-3p miR90_0898 85.714 14 1 1 11 24 18 6 84 135
NW_005202428.1_1248-3p miR90_0727 100 10 0 0 11 20 2 11 26 152
NW._005202428.1 1248-3p miR90_0727 78571 14 3 0 2 5 15 2 72 137
NW_005202428.1_1248-3p miR90_0727 83.333 12 2 0] 11 22 5 16 84 135
NW_005202428.1_1248-3p miR90_0657 100 10 0 0 11 20 4 13 26 152
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NW_005202428.1_1248-3p miR90_0657 76.471 17 4 0 2 18 17 1 30 15
NW._005202428.1_1248-3p miR90_0657 72222 18 5 0 5 % A 18 54 142
NW_005202428.1_1248-3p miR90_0657 85.714 14 1 1 11 24 1 13 84 135
NW_005202428.1_1248-3p miR90_0641 100 10 0 0 11 20 4 13 26 152
NW_005202428.1_1248-3p miR90_0641 76471 17 4 0 2 18 17 1 30 15
NW_005202428.1_1248-3p miR90_0641 72222 18 5 0] 5 22 1 18 54 14.2
NW_005202428.1_1248-3p miR90_0641 85.714 14 1 1 11 24 1 13 84 135
NW_005202428.1_1248-3p miR90_0621 100 10 0 0] 11 20 4 13 26 152
NW_005202428.1_1248-3p miR90_0621 76.471 17 4 0] 2 18 17 1 30 15
NW_005202428.1_1248-3p miR90_0621 72.222 18 5 0 5) 22 1 18 54 142
NW_005202428.1_1248-3p miR90_0621 85714 14 101 11 24 1 13 8 135
NW_005202428.1_1248-3p miR90_0580 100 10 0 0] 11 20 3 12 26 152
NW_005202428.1_1248-3p miR90_0580 75 16 4 0 2 17 16 1 63 139
NW_005202428.1_1248-3p miR90_0580 83.333 12 2 0] 11 22 6 17 84 135
NW_005202428.1_1248-3p miR95_0044 100 10 0 0] 11 20 2 11 26 152
NW_005202428.1_1248-3p miR90_0220 76.471 17 4 0 7 23 18 2 30 15
NW._005202428.1_1248-3p miR95_0036 76471 17 4 0 2 8 19 3 30 15
NW_005202428.1_1248-3p miR90_0701 80 15 & 0] 1 15 3 17 35 148
NW_005202428.1_1248-3p miR90_0701 68.421 19 6 0 & 21 19 1 97 133
NW._005202428.1_1248-3p miR90_0451 80 15 3 0 4 8 16 2 35 148
NW_005202428.1_1248-3p CCMP1516-miR5 80 15 & 0] 8 22 15 1 35 148
NW_005202428.1_1248-3p miR90_0908 84.615 13 2 0 11 23 1 13 40 146
NW._005202428.1_1248-3p miR90_0887 84615 13 2 0 11 23 2 14 40 146
NW_005202428.1_1248-3p miR90_0756 84.615 13 2 0] 11 23 4 16 40 14.6
NW_005202428.1_1248-3p miR90_0747 84.615 13 2 0 11 23 5) 17 40 146
NW._005202428.1_1248-3p miR90_0706 86.667 15 1 1 11 24 3 17 40 146
NW_005202428.1_1248-3p miR90_0696 84.615 13 2 0] 11 23 17 5) 40 146
NW_005202428.1_1248-3p miR90_0203 84.615 13 2 0 2 14 16 4 40 146
NW._005202428.1_1248-3p miR90_0182 84615 13 2 0 1 3 13 1 40 146
NW_005202428.1_1248-3p miR95_0327 84.615 13 2 0] 9 21 5 17 40 146
NW_005202428.1_1248-3p miR95_0327 83.333 12 2 0 13 24 6 17 84 135
NW._005202428.1_1248-3p miR90_0831 90909 11 1 0 14 24 8 18 47 144
NW_005202428.1_1248-3p miR90_0520 90.909 11 1 0] 10 20 17 7 47 144
NW_005202428.1_1248-3p miR90_0477 90.909 11 1 0 13 23 1 11 47 144
NW._005202428.1_1248-3p miR90_0477 90 10 1 0 11 20 2 11 97 133
NW_005202428.1_1248-3p miR90_0466 90.909 11 1 0] 12 22 8 18 47 144
NW_005202428.1_1248-3p miR90_0356 90.909 11 1 0 12 22 8 18 47 144
NW._005202428.1_1248-3p miR90_0208 90909 11 1 0 1 11 8 18 47 144
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NW_005202428.1_1248-3p miR90_0208 77.778 18 & 1 1 17 2 19 63 139
NW_005202428.1_1248-3p Vca_miR77 90.909 11 1 0 13 23 21 11 47 144
NW._005202428.1_1248-3p mIR90_0722 100 9 0 0 10 18 18 10 54 142
NW_005202428.1_1248-3p miR90_0564 100 9 0 0] 12 20 10 18 54 14.2
NW_005202428.1_1248-3p miR90_0457 72.222 18 5 0 1 18 2 19 54 142
NW_005202428.1_1248-3p miR90_0189 100 9 0 0] 12 20 10 18 54 14.2
NW_005202428.1_1248-3p miR95_0444 100 9 0 0] 11 19 16 8 54 14.2
NW_005202428.1_1248-3p miR95_0439 100 9 0 0 12 20 8 16 54 142
NW._005202428.1_1248-3p miIR95_0439 100 9 0 0 11 19 10 18 54 142
NW_005202428.1_1248-3p miR95_0254 100 9 0 0] 12 20 1 9 54 14.2
NW_005202428.1_1248-3p miR95_0254 66.667 21 7 0 1 21 1 21 84 135
NW._005202428.1_1248-3p miR95_0176 100 9 0 0 12 20 20 12 54 142
NW_005202428.1_1248-3p miR95_0118 72222 18 5 0] 7 24 18 1 54 14.2
NW._005202428.1_1248-3p miR95_0006 100 9 0 0 12 20 1 9 54 142
NW_005202428.1_1248-3p CCMP1516-miR16 100 9 0 0 1 9 14 6 54 14.2
NW_005202428.1_1248-3p SjapMIR71 72222 18 5 0] 2 19 21 4 54 14.2
NW_005202428.1_1248-3p miR90_0644 75 16 4 0 5 20 2 17 63 139
NW._005202428.1_1248-3p mIR90_0644 90 10 1 0 2 17 16 97 133
NW_005202428.1_1248-3p miR90_0442 75 16 4 0] 5 20 16 1 63 139
NW_005202428.1_1248-3p miR90_0434 75 16 4 0 5 20 17 2 63 139
NW_005202428.1_1248-3p miR90_0434 68.421 19 6 0 5 23 1 19 97 133
NW_005202428.1_1248-3p miR90_0223 771.778 18 & 1 4 20 18 1 63 139
NW_005202428.1_1248-3p miR95_0489 75 16 4 0 2 17 6 21 63 139
NW._005202428.1_1248-3p miR95_0415 75 16 4 0 5 20 17 2 63 139
NW_005202428.1_1248-3p miR95_0325 75 16 4 0] 5 20 3 18 63 139
NW._005202428.1_1248-3p miR95_0269 75 16 4 0 5 20 4 19 63 139
NW._005202428.1_1248-3p Porphyra 75 16 4 0 9 24 20 5 63 139
NW_005202428.1_1248-3p Porphyra 78.571 14 & 0] 11 24 15 2 72 13.7
NW_005202428.1_1248-3p Porphyra 75 16 4 0 6 21 2 17 63 139
NW._005202428.1_1248-3p Porphyra 78571 14 3 0 7 20 15 2 72 137
NW_005202428.1_1248-3p miR90_0809 78571 14 & 0] 5 18 3 16 72 13.7
NW_005202428.1_1248-3p miR90_0809 90 10 1 0 11 20 & 12 97 133
NW._005202428.1_1248-3p miR90_0769 78571 14 3 0 5 18 2 15 72 137
NW_005202428.1_1248-3p miR90_0769 90 10 1 0] 11 20 2 11 97 133
NW_005202428.1_1248-3p miR90_0754 78.571 14 3 0 5) 18 18 5 72 137
NW._005202428.1_1248-3p miR90_0754 90 10 1 0 11 20 18 9 97 133
NW_005202428.1_1248-3p miR90_0536 78571 14 & 0] 5 18 16 3 72 13.7
NW_005202428.1_1248-3p miR90_0426 78.571 14 3 0 1 14 10 23 72 137
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NW_005202428.1_1248-3p miR90_0141 78.571 14 3 0 5) 18 17 4 72 137
NW._005202428.1_1248-3p miR90_0104 78571 14 3 0 5 18 8 21 72 137
NW_005202428.1_1248-3p miR90_0104 90 10 1 0] 11 20 18 9 97 133
NW_005202428.1_1248-3p miR95_0340 78.571 14 3 0 8 21 17 4 72 137
NW_005202428.1_1248-3p miR95_0292 78571 14 3 0 11 24 1 14 72 137
NW_005202428.1_1248-3p miR95_0230 78571 14 & 0] 6 19 1 14 72 13.7
NW_005202428.1_1248-3p miR95_0230 77.778 18 2 1 6 21 18 1 84 135
NW_005202428.1_1248-3p miR95_0004 78571 14 3 0 5 18 17 4 72 137
NW_005202428.1_1248-3p miR90_0794 83.333 12 2 0] 6 17 15 4 84 135
NW_005202428.1_1248-3p miR90_0689 83.333 12 2 0 11 22 5 16 84 135
NW_005202428.1_1248-3p miR90_0407 83.333 12 2 0] 11 22 2 13 84 135
NW_005202428.1_1248-3p miR90_0215 83.333 12 2 0] 11 22 1 12 84 135
NW_005202428.1_1248-3p miR95_0541 83.333 12 2 0 4 15 4 15 84 135
NW_005202428.1_1248-3p miR95_0409 83.333 12 2 0] 12 23 12 1 84 135
NW_005202428.1_1248-3p miR95_0194 83.333 12 2 0] 10 21 2 13 84 135
NW_005202428.1_1248-3p miR95_0194 90 10 1 0 10 19 11 2 97 133
NW._005202428.1_1248-3p Vca_miR75 83333 12 2 0 10 21 12 23 84 135
NW_005202428.1_1248-3p SjapMIR29 83.333 12 2 0] 3 14 13 2 84 135
NW_005202428.1_1248-3p miR90_0522 90 10 1 0 5 14 6 15 97 133
NW._005202428.1_1248-3p miR90_0504 90 10 1 0 5 4 8 17 97 133
NW_005202428.1_1248-3p miR90_0497 90 10 1 0] 6 15 15 6 97 133
NW_005202428.1_1248-3p miR90_0379 90 10 1 0 5) 14 12 21 97 133
NW._005202428.1_1248-3p miR90_0351 90 10 1 0 11 20 16 7 97 133
NW_005202428.1_1248-3p miR90_0306 90 10 1 0] 5 14 7 16 97 133
NW_005202428.1_1248-3p miR90_0271 90 10 1 0 11 20 ili5 6 97 133
NW_005202428.1_1248-3p miR90_0236 90 10 1 0] 11 20 17 8 97 133
NW_005202428.1_1248-3p miR90_0211 90 10 1 0] 11 20 12 3 97 133
NW_005202428.1_1248-3p miR90_0199 90 10 1 0 11 20 1 10 97 133
NW._005202428.1_1248-3p miR95_0549 90 10 1 0 9 8 10 1 97 133
NW_005202428.1_1248-3p miR95_0359 90 10 1 0] 3 12 9 18 97 133
NW._005202428.1_1248-3p miR95_0326 90 10 1 0 3 12 9 18 97 133
NW_005202428.1_1248-3p miR95_0258 68.421 19 6 0 3 21 3 21 97 133
NW_005202428.1_1248-3p miR95_0076 90 10 1 0] 11 20 5 14 97 133
NW_005202428.1_1248-3p miR95_0076 90 10 1 0 14 23 5 14 97 133
NW_005202428.1_1248-3p CCMP1516-miR13 90 10 1 0 1 10 18 9 97 133
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Mf% 4 E. huxleyi BOF92 SRiEEIRTE miRNA S5H M 13 B AEHRER AN ER
Supplementary Table 4 The alignments of E. huxleyi BOF92-derived pre-miRNAs in the genomes of thirteen
other E. huxleyi strains

itk 9A  EHM2  vanss6 M217 B39 BIl  M219 121 L NZEH 92F 92 92D
mIRNA SRX  (SRX  (SRX  (SRX (SRX  (SRX  (SRX (SRX (SRX  (SRX  (SRX  (SRX  (SRX
D 112480) 112493) 112498) 112497) 112496) 112495) 112494) 112492) 112491) 112490) 112499) 112488) 112487)
NW_005105085.1_38173  198e-11 - - 290031 128629 13029 - - 241025 - - - -
NW._005195085.1_38180 - - - 176623 - - - 967624 - - - - -
NW_005196191.1 35170  — - - 107615 - - - - - - - - -
g&ﬁ,ﬂ%ﬁem&l—uzgs 90225 595e-23 6586-28 4.86e-29 596028 604e28 37e-20 345028 186626 242020 220027 943e-20 3.26e-24

NW_005196755.1 34019 - = = 4.93e-19 - 7.93e-17 - 2.71e-19 5.25e-17 - = 5.68e-17 4.24e-18

NW_005196755.1 34028  1.16e-28 9.96e-21 3.08e-21 3.76e-30 6.00e-23 7.87e-22 6.14e-23 4.50e-22 6.74e-21 4.02e-23 8.29e-22 2.03e-21 5.45e-22

NW_005196755.1_34052  7.02e-21 - 2.38e-22 2.28e-22 2.16e-22 1.02e-20 2.21e-22 125e-22 1.45e-22 6.73e-21 1.07e-20 2.04e-16 1.96e-21

NW_005199363.1_22042  3.27e-19 4.64e-19 1.86e-18 4.93e-19 4.67e-19 4.74e-19 4.78e-19 2.71e-19 3.14e-19 3.13e-19 6.45¢-18 3.3%-19 3.28e-19

NW_005199975.1 17848  2.49e-30 1.00e-15 3.02e-36 6.20e-38 5.88e-38 5.96e-38 2.80e-36 1.26e-17 1.44e-27 1.43e-32 1.05e-35 1.54e-32 1.49e-32

NW_005200461.1_14543  — - - - - - - - - - - - -

NW_005200517.1_13952  — 7.76e-17 1.86e-18 8.19e-22 7.82e-17 - 8.00e-17 4.53e-17 2.44e-15 5.24e-17 1.79%-18 - 1.18e-18

NW_005200535.1_13863  — - - - - = = - - - _ - _

NW._005200600.1_13330
(ehx-MIR3)

NW_005200881.1_10661  7.02e-21 9.96e-21 1.11e-20 1.06e-20 1.00e-20 1.02e-20 1.03e-20 5.82e-21 6.74e-21 6.73e-21 1.07e-20 7.29e-21 7.05e-21

- 6.00e-18 3.06e-26 1.37e-19 2.77e-26 1.02e-20 - 161e-26 - - - 5.68e-17 -

NW_005201234.1 6668 1.95e-21 - 143e-19 2.95e-21 2.79%-21 2.83e-21 2.86e-21 1.62e-21 1.87e-21 1.87e-21 2.98e-21 2.03e-21 1.96e-21

NW_005202428.1_1248 - - - - 7.87e-12 - - - - - - - -
Blast LLXF () BI{E A E < 1e-9; AN[RIBR R AIER A HE L K FF 51 NCBI B SRA Udli 73745 -
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Supplementary Table 5 The alignments of E. huxleyi BOF92-derived mature miRNAs in the genomes of thirteen
other E. huxleyi strains

A 9R2A EH2 Van556 M217 B39 B11 M219  12-1 L NZEH  92F 92E 92D
miRNA (SRX  (SRX  (SRX  (SRX (SRX (SRX  (SRX  (SRX (SRX (SRX  (SRX  (SRX  (SRX
D 112489) 112493) 112498) 112497) 112496) 112495) 112494) 112492) 112491) 112490) 112499) 112488) 112487)

NW_005195085.1_38173-5p 71.4%  81.0%  76.2%  100.00% 100.0% 100.0% 81.0%  71.4%  100.0% 714% 714% 66.7%  66.7%
NW_005195085.1_38180-3p 61.9%  714%  762%  100.00% 714% 71.4% 714% 100.0% 66.7% 66.7% 66.7% 66.7%  61.9%
NW_005196191.1_35170-3p 714%  76.2%  714%  100.00% 71.4% 81.0% 762% 66.7% 714% 714% 714% 714% 71.4%

NW_005196603.1_34298-5p  89.5%  89.5%  94.7%  100.00% 94.7%  895%  94.7% 895% 895% 895% 895%  89.5%  89.5%
(ehx-miR1-5p)

NW_005196755.1_34052-3p  100.0% 81.0%  100.0% 100.00% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0%
NW_005196755.1_34028-5p  95.2%  71.4%  66.7%  100.00% 100.0% 66.7%  762% 76.2% 66.7% 66.7% 714% 66.7%  66.7%
NW_005196755.1_34019-3p  76.2%  76.2%  76.2%  100.00% 76.2%  100.0% 76.2%  100.0% 100.0% 76.2%  714%  100.0% 90.5%

NW_005199363.1_22042-5p  100.0% 100.0% 95.0%  100.00% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 90.0%  100.0% 100.0%

NW_005199975.1_17848-3p  100.0% 81.0%  100.0% 100.00% 100.0% 100.0% 100.0% 81.0%  100.0% 100.0% 100.0% 100.0% 100.0%

NW_005200461.1_14543-5p  100.0% 81.8%  100.0% 100.00% 100.0% 100.0% 100.0% 86.4%  100.0% 100.0% 86.4%  100.0% 86.4%

NW_005200517.1_13952-3p  100.0% 100.0% 100.0% 100.00% 100.0% 90.5%  100.0% 100.0% 100.0% 100.0% 100.0% 81.0%  100.0%
NW_005200535.1_13863-3p  100.0% 100.0% 100.0% 100.00% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0%

NW_005200600.1_13330-3p  95.2%  100.0% 100.0% 100.00% 100.0% 100.0% 95.2%  100.0% 100.0% 100.0% 100.0% 100.0% 100.0%
(ehx-miR3-3p)

NW_005202428.1_1248-3p  100.0% 100.0% 100.0% 100.00% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 100.0% 83.3%
FEPH T 2 L8 miIRNA RBF 91 L B A B de bk R LA BRI, 100%2% 78 RE S 58 42 VUL .
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Supplementary Table 6 The alignments of EnVV99B1-derived pre-miRNA and mature miRNAs in the genomes of
thirteen other EhV strains

AT AESEA EhV86  EhV18 EhV84 EhV88  EhV145 EhV156 EhV164 EhV201 EhV202 EhV203 EhV207 EhV208 EhVPS401
miRNA ID (NC_00  (KF4 (SRX (SRX (KF4 (KF4 (KF4 (SRX (SRX (SRX (SRX (SRX (SRX
7346) 81685)  042587) 042704) 81686)  81687)  81688)  042500) 042425) 042594) 042529) 042474)  042696)

0i|73852470]ref]  1.00e-32 1.00e-17 200e-32 200e-31 9.00e-32 1.00e-17 9.00e-32 200e-31 100e-16 2.00e-31 9.00e-32 2.00e-31 —
C_007346.1] 540

ehv-miR1-5p 96.3% 92.6% 100.0%  100.0%  96.3% 92.6% 96.3% 100.0%  92.6% 100.0%  100.0%  100.0%  85.2%

ehv-miR2-3p 100.0%  47.6% 100.0%  100.0%  100.0%  47.6% 100.0%  100.0%  52.4% 100.0%  100.0%  100.0%  61.9%

ik 7 BEXRERBH MRNAs REEBENFSHEER

Supplementary Table 7 Host or virus encoded miRNAs and their potential viral target genes

JRAEMLALN ID  NCBI &3R5 MEEF Ik miRNA 1D Score  Energy/kCal/Mol
EhV018 CAZ69357 endonuclease ehx-miR2-5p 149 -27.41
EhV022 CAZ69361 phosphoglycerate mutase family protein ehv-miR1-3p 140 -23.04
EhV030 CAZ69369 DNA polymerase delta catalytic subunit ehv-miR1-3p 142 -26.74
EhV050 CAZ69386 serine palmitoyltransferase (vSPT) ehv-miR1-3p 146 -20.96
EhV064 CAZ69400 DNA-dependent RNA polymerase Il largest subunit ehx-miR2-5p 144 -32.91
EhV085 CAZ69419 major capsid protein (mcp) ehx-miR2-5p 171 -37.70
ehx-miR3-3p 164 -28.73
EhV361 CAZ69689 serine protease ehx-miR2-5p 140 -21.53
EhV401 CAZ69732 ribonuclease ehx-miR3-3p 148 -29.82
EhV428 CAZ69758 ribonucleoside-diphosphate reductase protein ehx-miR2-5p 143 -27.78
EhV434 CAZ69764 DNA-directed RNA polymerase Il subunit ehx-miR2-5p 141 —-25.66
EhV444 CAZ69774 DNA topoisomerase ehx-miR2-5p 150 -30.10

Mize 6NEMERMEARRFR

Supplementary Table 8 The basic information of the six selected target genes

S 4 B M 1D 225 miRNA £ Fi MIRNA $EJE PR 7 Ja X 508 %
ACC-1 17277436 ehx-miR1-5p Fatty acid biosynthesis

SPT 17255778 ehx-miR2-5p Sphingolipid metabolism
ACOX 17261797 ehx-miR3-3p Fatty acid degradation

ACAT 17283066 ehx-miR3-3p Fatty acid degradation

CERS 17255735 ehv-miR2-5p Sphingolipid metabolism

ACADS 17256377 ehv-miR2-5p Fatty acid degradation
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